Document made available under the 
Patent Cooperation Treaty (PCT) 



International application number: PCT/JP05/004274 
International filing date: 04 March 2005 (04.03.2005) 

Document type: Certified copy of priority document 

Document details: Country/Office: JP 

Number: 2004-096685 

Filing date: 29 March 2004 (29.03.2004) 



Date of receipt at the International Bureau: 21 April 2005 (21.04.2005) 



Remark: Priority document submitted or transmitted to the International Bureau in 
compliance with Rule 17.1(a) or (b) 




World Intellectual Property Organization (WIPO) - Geneva, Switzerland 
Organisation Mondiale de la Propriete Intellectuelle (OMPI) - Geneve, Suisse 



PCT/JP2005/004274 



H # S m ff ff 04.03.20 05 

JAPAN PATENT OFFICE 



bij m ^ it ^ » « sfi ft s *i t v» s m m \* t is ^ m n # ® ^ B s $ ^ -c 

This is to certify that the annexed is a true copy of the following application as filed 
with this Office. 



& M n B -2004^ 3J329B 

Date of Application: 

m m ^ ^ 2004-096685 
Application Number: 

ic jf S$fe^S <o i.55 <£> 

#^ JP2004-096685 

The country code and number 
of your priority application, 
to be used for filing abroad 
under the Paris Convention, is 



tB M A gifck^ScA**;*:^ 

Applicant(s): 




ffifE^ mum 2005-3031413 



#J|g 2004-096685 



[^^4(7)^] 



A6261 

W16^ 3J329B 

C12N 15/09 
A61K 39/395 

■Mummm^mm2 3 - 

503310763 
100080791 



06-6227-1156 

006965 
21.000R 

mmm i 

lElffi 1 
35«J» 1 



#JM 2004-096685 



^-y. 1/ 



E90#-9- 6«wt5; msa^iJ ^jw'^-^t^ mra h a « > d a n c 

Siii i !e«co *° u ^ t 9 ^ k * 3 - y-r & m.mm * -m-t *° v * * v * k q 
@a»^- 5 -ess $ tt* i^ia^J 

is»^- 8«wr^ si aa^i fc^jtwfcra-oT*; mm * * & * ^ d a n c 

[W*#6] 

5** 5 | fift( 75 # i; ^ ^ k * n - F-t ^ %m-t&#v x?*'**- Ko 

MNckDANCEWynrT-^^KK^^it^ D AN C 
E£>$J®r7jfeo 

l SDANCE^#*^-r^-fc^«^i"^^ DANCE^iffi^vl'J^^^ K 

DANCE»7'nr7-^i:i^DANCE ^^ODfM ||ynrT-€ \z& 
^M^t^tT? /Ml£iW*A2tLTV^ DANCEWo 

[If *H 1 6 ] 

< fc 2o^DANCE^m^DANCE«^o 

mmm%fm^&z>^ < 2»DANCE^m^ ii«u eiam^ 
1 7 5f ^— if 3stir/xtt l t b p 2 * s & fc^-e* * i 6 xii i 7 ia« 

com^fro 

[ |Sf kUo»DANCE, SfetfKl U ~> » * * v *r- LTBP2^ 
t^^DANCEWo 

< t % 2o«)DANCEmt4^DANCEl^MI^o 
[ft 2 1 ] 
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£^--tf&tf/;5U*LTBP 2 ^^^^DANCEWlSm 
^fxlua) , (b) (O DANCE»*B^f7-*»«ttt 

(a) ***«*, DANCE#Ifi^nr7-tM?«Ife- 
h _h<5 (a) OliCfeBfCitSDANCEtlffil^nrT-^^fcL 
, * «*f ** UiS » * ** ANCEW^fT- «*«* k 

"fiB (b) ©Jfc***fc**V^ DANCEW»^fT-*OittOiIt 
& fc ib ■***»« * 3^1" * I8o 

[ S?Sxi\a) . (b) Iff (O **tr, DANCE^nf 

HtS M» & *«<*>* * 'J ~ - y : 

(a) 1&Mj«*1&*^ j ?-1~&3 :5 & : , ,„ It ^ 1 

X (?)'' _h|3 (b) <0Jfc*tt*fc*^tT. DANCE#I^nr7^««^ 
& e> -T**fc* K * ^Ri" & ISo 

l l?Sxi\a) , (b) W (O t#tr, ^< H 2o«DANCE^m 
& D AN C E«^#0^ft*W» MI^SO^ V - ^f^g ; . 

(b) ±1 (a! roMC5BHL-C&U*DANCE*^***3&U ****** 

(c) ±B (b) 0**»*«^T, DANCEl»f^Wt^MfS* 

I Sot*4»»T?**^*< fc4 2«H©DANCE*fflV**, 2 5 

o 

J?^r-*ail'/Xtt?T B P 2 ****** DAN C E«*#»***fl* <-» 
(a)»f^4T, ^<fcUo©DANCE*'J^^-W/Xtt 
L J) B I^!fol8SHLT4i:iDANCEtt^lt^U ****** 
(c) ±ffl (b) «>Jfc***fc*^v^ DANCE«^#0»**«*t*«Wlft* 

intern 

IS 2 3~27mWl la^H Ptt**»«P«W- 

K ?ANCE©«lW«tt*»«k-f*^ DANCEi»nf7-^^'J^^' 
[«**3 0] 
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#M 2 0 0 4 - 0 9 6 6 8 5 v : 3/E 

jn^^jg 3 2] 

5*3(3 0ia«ODANCE#IKl7'nfT-^ X(±lf^3 1|S«^^V^^V^ 
[It** 3 3 ] 

ftT (a) (b) &£tr*y h : 

(a) DANCE, IttDANCE^-Kf^IiS^WS^^^tf F ; 

(b) JiJIT ( i ) ~ (v i ) (D'ptz < ti> 1 -oOflLft : 
(i) (a) ODANCEtlSOT^I^DANCE ; 

(i i) (a) ©DANCE tWMIMI^DANCE^n- K1"£it»SE?lJ £*-f 
( i i i ) V i/JVir*^?--*? 

(i v ) y ->^t+v/-4ft3 - K-rs&agSB^jfc^t&^v** v^-f-K ; 

(v) LTB P 2 ; 

(v i) LTBP 2 - K-r^m*SB^J^*i-^>*°U^^ V^-^Ko 
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mmo^mwwfm.BA-NCE, danced wz.ixh i tm^z>i5'& 

^mMii^ DANCE <DWWrK J: <9 # h tl& *° V ^7°-^ YWtM 3 - K**-* # 'J * 
^V^-f-F ; DAN CEO-SI lllf^ffi ; DANCE(7)M(a !9#ib^^* 01 ;^^ K 

DANCE^oifficoffl^fe- ; dancewww^-- 

Kt^'f'J^Vtf Fli^WDANCE <^i»ft ; D A N C E 

U#^Df3lliDANCEW7-nf7-tf«^^V-->^m ^^^ t: 

[0 0 0 3 ] _ j,..**, 

i; v^--H 7 r 5 'J -<7)@m [V ~>;v^-^rv^-^f (lysyl oxidase: J. OX 

) ij v;v^-^v^--lf« (lysyl oxidase-1 ike: LOXL) 1-4] i:i^7^f> 

^- ^n7^7*'J ;KD*#1J 7-f7*'JV^l, 7 0''J'J>2, LTBP2 (latent T 
GFb-binding protein 2) hv>o/:iftvWl^ W<*«T?*>* ^^^^^^ 
^ ^ y V 'J > l , 7 U ^ 2Mi^oy v 2Tt> ^wiM^^ttiitis 
,$stev>*:a6£tub * >/^®<7)5ff4«?F^^O^^«#^^ < < (*#W\fc**3 - 5 ) 
, LTBP2 /^77>V7^ i±Ji^Wifc?EX^ & L T B P 2 'ft 

[0 0 0 4] , , 

«b f±. Signal Sequence Trap^ D A N C E (developmental arterie 

s and neural crest epidermal growth factor (EGF)-like; f ibulin-5 1 i> v> ? ) 

t ^ 05* teM^tf G> WT ft o T v» & £ £ jiffi L rt: (##it» 8 ) 0 - <^ 
feDANCEima-77X«iIIl±t h^^klC^lC^L-C*5«5. &J»«Wtt 
^4t<fc5*> IW^lt§^U ibM^^f L«ltV>/; 0 i-ft*?*>. DAN 
CEIiMiWi:'M^>^^t^o Sfc. *H^#^i±, DANCE©jf> 

fF»7) o 

[0 0 0 5] ^ ^ t ^ „ 

iiDANCEy7777f^7xtj:< ®.xn&mm<oT&j&&# *%tz-fz-h s ft- 

fc (W«9) o LOXLlliDANCEfcgW^, DANCE/^77f 
v^^t'liLOXL l{±?fttlf4f±^Mftbft<ft^-^^^. DANCE &i LOXL 1 
^*L7)^^§fi«^^ft^iH*^^< T?y°?~t Lti< fcMJ^tL^o LOXL 
1 ) v ? T V y ^"7 * <7)^?1M« DANCE/7?77hv7^ (D^MM <£ & 15 < - * 
^ItiTiillt^/:*> DANCE©tfJl±LOXL 1 £oft rika6£/^W±ft^# 

dance fm&mmtefc & zwmir s±-eist^i» 0 
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U Wttfttt* 5^7^^ CT&o T« * £ "#x * , DANCE 

c e n 7 ^'jM^r^n * <& * tuwiitjio 

DANCE ofMffl &«1JB**93 & 4 tUi\ * PfiB U# S ff fc fcfitfiWJ* * 

[^ftif 1] Molnar, J. Biochim Biophys Acta 1647: 220-4 (2003) 
[##?f»2] Rosenbloom, J. h, Faseb J. 7: 1208-18 (1993) 
[mmjcms) Pereira, L. ib , Nat. Genet. 17: 218-22 (1997) 
[gtUfftft £iU ] Putnam, E. A. <b , Nat. Genet. 11: 456-8 (1995) 
[##^15] Chaudhry, S. S<b, Mol. Genet. 10: 835-43 (2001) 
[##It»6] Shipley, J. M.&, Mol. Cell Biol. 20: 4879-87 (2000) 
l^ m ^M7] Nakamura, T. h , J. Biol. Chem. 274: 22476-83 (1999) 
mm^XUS] Nakamura, lb. Nature 415: 171-5 (2002) 
[##ira £ 9 ] Liu> x.&, Nat. Genet. 36: 178-82 (2004) 

tints »«1 

[nn * * * 

^**LTBP2»=»-r*J:9Mlv>tt^tt*«»-r*- «*>^ DANCEO«Itt*tt 

JL°*4We>tt. DANCE*»LTBP2fc»#tKt, DANCEfe^ 
■rltfc DANCE#y^^^^^tKUmfflLfc, DANCE 

< i >@a^#^6^$^^T^^m^yt«6^-^--^7^^»^^' b ^^^ DA 

NCE#^a^7°n^T--lf^J:aDANCE0^llf^J;^#^^^a* 0l ^' 7 ^ 1c ° 

< 4 >@£5 r ij#-^- 5 x*m% *> * *> *° * v * * F ° 

N C E 7'n r 7 - € i: £ I. D A N C E ©Sir i: ^ # f> *° '^7 f F c 

< 6 >mm^- 8 tt* HfeBBfl)* & & a # v f° 

< 7 >±ia< 5 >o # u k * 3 - Ki" * ^*se^J a# , ;**v*-^i c o 

< 8 >E5 r iJ#-^ 7 "C^ $ £*BB?!l* «b * £ *° ^ * V * Ko 
<9>DANCEtDANCE**»^f7-^»»H4ii:t««i:t4, 

N C E <7)-©Sff^feo .* ^ * ^.j. , 

< i o >±ib< i >x«< 2 ><7>* oi j F^#Mfi^iMntt^*-t^^#o 
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mm 2 0 0 4 - 0 9 6 6 8 5 I 3/ 

< l 1 >Ji?B< 5 >X«< 6 ><DtfV^7°?- Kfc#*W»ttte* 5 r*"**>' ^n-^-;v^ 

/J- 

<°1 2 >H»ft*04#ttftt* D AN C E©9)«fi*«gt* £ t *tft 1 1** 

<°i 3>^dance mi^^-r zztzmmtirz,, danced m*<»m&m * 

< 14 >DANCE#^S*J•7 ,, ^xT-•^^^i^DANCE^•eIl^lf^^i^^ i^ n ^ 7 " 

< 1 5 >±|5< 1 4 >*>#V K* = - K+*«lfeEW**-*-*#V * * K ° 

< 1 6 >^-ft < fc 4 2 0©DANCE*#A/tftiDANCEtt^ 

<1 7>«OT«64^«I^**^< fc *> 2«RWDANCEHm*, _hsfi< 1 6 

< H > V °> ;V t ^ v'^-lfiayXli L T B P 2 *$lbtw^T?ft*±lB< 1 6 >X(i 

< 1 9>4>ft< fc^> loODANCE, Mt'Jy^i^v^-W/^LTBP 2 
^m^DANCEtMo , ^ tW .^, 
<2 0>^-ft< H2oODANCE«^, fM^M^^^^^t^ 

4?ft< fc t 200DANCE WPftiDANCEtt^W^ft. 
<2 l>^<Hlo^DANCE^J^«^*-W/X(iLTBP2M 

;V*^> ^--tr XOVXtt LTBP2 ^/vt^DANC Et^WlS^o 

<2 2>flT»I8.(a) > (b) (O *#tr. DANCE^ft^f 7-*« 

, RiStt**tt»«^»» S * * v>iJH^ DANCE #111$ 7°uf7-^ ©ttt * 
(c) ilS (b) Ojfc«tt*^*^V>"C, DANCE»»tt^f7-^ffittO«tt 

< 2 3 >w&mmj&j&mm\*m%.ir%>fc*><n*&"?$>z^ ±m< 2 2 >^/?«° 

<2 4>J0LTOXJB (a) > (b) Xtf (c) «r*tr, DANCEWI»7nr7-*0 
«r Plo U# * %® <^ * * 'J - - y '• 

, L ft v*»*<0 DANCEi^7"nr7- «<&«tt fc JfctW * 

^'±12 (b) DANCE»*W/nfT-«0«ttO««* 

<2 5>StS5s (a) . (b) Jtor(c) *#tK *fc < * 2o©D ANCE*# 
m^DANCE *P» U#& «JK*>* * U - - > ' 

(b) ±1 (a) SxBK5BHLT:&C*DANCE*^«)***3feU ****** 
*07P&TH*J»tSD ANCE&^fc<a*fcJfctfc"t&X@ > , 

(c) ±JB (b) <&Jttfcfc*fc*^V>T, DANCES^#«^lit«»S^ 

<2 6>*OT«lft^Sl^***>*< H2WDANCE^, ±|2< 2 5 ><D 

<2 7>&T«>I« (a) > (b) (c) *#tr, ^ < H 1 oODANCE. f 

m;>jy;Vt + y^-W/XftLTBP2mt^^DANCE **&#<D3&S * H 
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(c) ±12 (b) ©tt*tt*Wfr*V>T, DANCE*^©»it*Pit**«*** 
<f t>±!°< 2 3 >~< 2 7 >mvf*L*«>#ifefc J: 

°<2 9>DANCE©9Jlfffitt*««tt*, DANCEW7'nr7-^^J- 

<3 1 >±B< 2 9 >0*ttK J: *D ANC E»*W7 nr 7-** a - ^ 

<3 2>±15<3 0>©DANCEWM5^?7-*, X«ii=pB< 3 1>©*V^^ > 

< 3 3 >J^T ( a ) ( b ) %&tr*c v b : 

(a) DANCE, 3HiDANCE*3-mtSE^J«:ftS* , ^^l'tf K ; 

( b ) JBJLHF" ( i ) ~ ( v i ) *>4>fc < fc t 1 oojfcfl- : 
(i) ( a ) WDANCEhiWWDANCE; 

(i i) (a) ODANCEfc»BIIlini4:^DANCE*3-KtStt«Ey!ltIT 
(i i i) 'Jyivt^fv^-^; 

(i v) V v;v^-^v^--tr^=i- F-r^i^S^J**^^^ 1 ^^ V*^b ; 
(v) LTBP2 ; 

(v i ) LTBP 2 K-t&&&BE^J* ; ^-r&^ , J Ko 

, XttDANCE«*tt^nt7-^WfttT!rttetifc**fflJ**. *^ 

mm £ & it ® * fi. ^ 
[0 0 12] 

1 fll D ANCE> RtWlt 3 - £± i *° ' j * * ^ * ^ K , H> , . , ~ 

DANCE#Ift7"nr7-tl:UDANCE«: J: 0 # *V> * * 

Idancej tn, E?uff2^?W7?yW, x,4E ^**i^?:;*!** 

^nf7-lft:j; <9 « * Kt?**. i©i-}^DANCE 

^DANCE#IK7"nr7-^i:J; «3 SHffSfr* i b i©»Ii:IoiDA 

D AN C ECilLif t )Wn ^litCK^ti* ^ Otti^v^^ f!]£if^v. fc? 
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E^*4DANCE^77f|07^ii78*B07y»i^I 

E#pynr7-t*li, 7 7 #@ «7^ ^3»3fe«: T 7 - ✓SMfcU-Uffe U^WSi D 
AN C E fc*i"t * WHfte^teT^nSB £ tLT v> & o 

4°r!^^DANCE#^^nxT-^^J:^DANCEOTOlcJ:0#^J 

ft * fe * * *° 'j^^K©*f*tt, e-CRStLftT^^ SS^J fc *« tt H - 

07 5 y BfeBE^J * * *° ^ ^ 7 °7- * ° 

J° DANCE (DWWiKX iJ^i-SSOO^V^^Ktt. 

BWI#¥2T?*SMT5y«KyilMV^7 8#l*fe4 4 8 #B fcffiS J *7 5 yg 

1- 3 0«, #4 L<i±l~2 Off, J:»>#*L<ttl~l Oil, *t>»*L<»il~5 

ra-ft (%) ^ mm^m^mmcoyu^yAm^ bl 

AST, FASTA^) ^W^ffi^T^t^fc^^o 47c SUO^ ± 4 
%) SRfl'»t?&»«)ttt©7^rf , J x. ii\ Needleman<b(1970) (J. Mol. 



Biol 48- 444-453 ), Myers&tTMi 1 ler (CABIOS, 1988, 4: 11-17) ©7^3 U J 
tffiU^tSi^^o Needleman^<7)7;V=n;XA(±, GCGV7 h^*7^f r 

jtif, BLOSUM 62 matrixXfiPAM250 matrix, ^Kgap weight: 16, 14, 12. 10, 8, b 
^L<t±4, Rtflength weight: 1, 2, 3, 4, 5^L < i±6m>1-*i^£«-f * - ^- f 
c-C^tS^^i^o 47c, Myers^t7Miller07;v^VXA«, GCGKftT^^ 

y»E51I*Jfc«-t-&fcie>^ALIGN-/o^9A*f0ffi^*#^ PAM120 weight res 

idue table, gap length penalty 12, gap penalty 4SrffiV»Jifc^l4. 

J*L° e^iU- e 3u±e*j#* 8 t** 7 5 y t £ ? ' ;® 
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E^J#4 6 W$ ft* 757 HHBBI* * * # U ^7°^ K £ l«<^» tLttt, #0 x. 
rg-Gly-Asp (RGD) OEfl** 6 M T 5 ^ BME*lfcSv>-C 

3 ifs~3 3fg*t^7^wj) > w/xiz**wi&mmmz*i&wir 

[0 0 2 2 ] 

@e»-t 6«W7?7 msB^'J tufca^iwi-oTsy nis^ii h & a *° v ^ y 

[0 0 2 3 1 

E90## 8 t?m §W7<; Bfeffi^J h & * *° V ^ -7°^ K 55 oMtt t t T tt , 08 x. 
if ijv;v**v^ — KlfrfrStt, ';v;V^^v^-«-ll^ffitt. LTBP2«f# 

t ^^*r-^- i (lysyl oxidase-like 1) LTBP2 (Latent TGF-/?-bi 

nding protein 2) < £ t 1 JJl±, ff* L < li 2 J2Ul, £W3L<i±i£ 

t*«»ti-WiU», LTBP2fe«li, DANCEO«*4 

*;Vv-7AS^t4EGF (cbEGF) flHr^-? [ftSfcttfctt, (D/N) X (D/N) 
(E/Q) X ra (D/N) *X n (Y/F) nu n ttSSKrC* <K 7 *t^ 

#BS)\ ij*;u**^-*ifrfr«tt, -jy;V^^-^f«-lW> LTBP2 

mmi- 8 W $ & r ^ ; mm tnwmm-nT $ ; mmw * & a a *° y ^ -/^ 

^t)Wn^) , I^jf f 1 6 t S ^ S 7 <; Iffi^J ^ * 7-f F (7^ 

ii, DNAXIiRNAOV^fiitU^o 
<b & & # V % i? v-trf Yifl^fhfi^o 

f^^n (high stringent) WM^jNXtSf, 7 T*3*L 

&mmin<DMmm^tt^x^4 * mj mtL<a, (modera 
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[0 0 2 8] ^_ 

£ 8 X-m £ T * J HMfi^J 3&» & * & *° U ^ ^ F W 3 - K T S 

U * V V * -f- K »±, @£^J#^ 7 t?g $ *l* i»BB?iJ wffiffiE^J U^^^hV>y 
x y h &ftT"?» 47°V X-f & #n @B^J#-S- 5 tL^m»WJ COffi^tSB^IJ KKi L 

±1B'W *W -tf- v a xa&ftWu Btfpltf) * ## K * - 4 (Cu 

rrent Protocols in Molecular Biology, John Wiley & Sons, 6.3.1-6.3.6, 1999) 0 M 
x.(f 1^ 'J >yx> f#ftTWW7 (| J ^€-y a Ltli, 6XSSC 

(sodium chloride/sodium citrate) /45tJO&, 0. 2XSSC/ 0. 1%SDS/ / 50~65°C"C<D — 
nm±o»^W bti&o tit, «fglSo^ h 'J v^x> b^frTW'f ^'J 
-y 3 >#fttUlt 2XSSC/30 < C^#u 1 X SSC/0 . 1 % SDS/30 ~50VX<D 

1 HI m_h?»^ ib tL4 o 
[0 0 3 0] 

^ i/ * f - f off w t l -c . mm^ 9 § mmim 

?9 ft^vn ^*) bti&o 
[0 0 3 1 ] 

BE^iJ#-f" 8ti§W7 5 / miE^iJ j&» ft & *° V ^ 7°^ F <r>%3*$® Sr 3 - K-t 4 * V ^ 
*l/*^KOjtmft0lfcL-Ctt, iE»-^l 1 tL&^Be^k ft * * V* 

f- p (v 7 ^t;wn7) . S£^J#^-i s^iE^&iMSE^J^ft^^ K 

[0 0 3 2 ] 

2. DilDANCE, %Zf^M^~ Ft^»°'J g » V*^ F<OfESt:fr&: 

2. 1. fc , 

^f&ljg o V * ^ V * f- F t± , g #<2r*0COy3 ft £ ± ■? f^K"C ^ 0 1?!) x. ti > Sfi^'J*-^ 6 
Xt±E^I##8 "egc£*L&7 5 y^IE^iJ^^ft4* 0, J ^7"-^ K* 3- K-f a^v ^ 
•f-K(±, ^O^HW (^x.ii\ IPI, »fti?) ^M&RNA^WmU mRN 

^vmio ^J#-i-6Xi±@E»^-8^$tL^T5ymS^J^^ft4^V^ 

1/ 1 f F i: ^1 * tAt 5 i 1 i M^I I) o ^ItXfttLtli, Mxfi\ 

i; X* ? K»5£2S$&E#l#A*fc (gapped duplex) ft, 7 C^M^f 

[0 0 3 3 ] 

|j|©#'^^f K£S£3^ ^-CEIJR-rtLtf iv^o ^a^iitfc. ioi^ftiatfcx. 
[0 0 3 4] 

[0 0 3 5] 

liiiatil, «Fi:*»ftffiv>4»^ -jKtcf&^^^-ti^ft < ^^n 
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[ 0 0 3 6 ] 

^-05"K!li3J;^3Ml0MiR«, ^T-^y^/m^ *° 'J 7f- V- ->a 
[0 0 3 7] 

fflffi f -e*»W CO *° 'J ^ ^ K «r »a 3 * & fc * © 7° n ^ - * - - * ^ V - * - 
7 o n ^„^_ #^v-*-&l/ f Shine-Dalgarno(SD) Ifi^J AAGG& if) £l§r 

nJ& _*_, recA7n*r-*-> APL7°n^-^-, lpp-/n*-*-, tac^n*-*- 
&^£^t>fc^WJ*£*L&o 0#4>T^^O^U^-/^ Kffl^«^*^7n€ 
_^-tUt(i, PH057n*-*-, PGR-/**-*-, GAP^n-E- ? ADH7°n^&- 

[0 0 3 9] 

- -tfiifS^ * -> ^imitfS 1 ?-, ^ 5 /'S^iflfRf, 7 f-v v > 7- T * 
^--tfitfST-, *^^*'>9— ^a^, nm^^-B-^*i«7 

v^7x9-eflt-gf, rx;^7-F > 7 ^ X * ;w<? ? 7 - ^W/Ft ^ - t 

# y ^ y ^ F 5. 3 _ 4 DNA , j^jh a K V & X Xf9 - 5 * - * - * JSLtttt tf» oSMK 

r J: !9fiJ|5I^*'e^M / fb^T4 DNAV JtT- •£ 9 W y-"> a 0 3B^« 

DNA7 OH x. «\ 1feO«IIIR**«IWfSUtt* t') * 

[0 0 4 3] _ . , 

711, ;^;v^st) , n# fry uu^^^^m, y£*Tm*z) , mmmuttzM 

&&mk (S?£L<«\ Sf9) 4M^5*tio 

t 0 0 4 4 3 s- v , ..^ *. , ta > 
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s tt*jfflll&0*^»i, $Ix.l£ Grahams (Virology, Vol.52, p. 456, 1973) . M&ffll 
CTx. if Summers Pp<^^ (Mol. Cell. Biol., Vol.3, p.2156-2165, 1983) 

^*tr^*-T h t i: id i o T«-T * C t § * o 

, aim&gu 7vt, a-***— 'j*-, **>r>\ ^**> 

£M (WiLtff b9t^f^TA T>t°vV>, fcfc 

[0 0 4 7] 

[0 0 4 8] 

[0 0 4 9] ^ , ,„ . 

fe^I!«EJfe<D*§^> LTMxJf&J 5 ~20%WlfeiB4 i JfiL»*#tfMEM%flfc (Sci 

ence, Vol.122, p. 501, 1952) „ DMEMi$itil (Virology, Vol.8, p. 396, 1959) . RPMI164 
Otglk (J. Am. Med. Assoc., Vol.199, p. 519, 1967) , 199*&±& (proc. Soc. Exp. Biol 

Med Vol.73, p.l, 1950) «fflV>S £ 2>o JS*OpHt±» 6 ~ 8 T** <7>rt s 

^JU, «i±®t^3O~4O <, C-e^l5~720#F^T^t?^ i&Kfc i 0 »«*«#*tr 9 

[0 0 5 0 ] 

^^**S3l#ffl)3&^)»^ «x.tf]|&jB^JfiL«f*'ft'tr Grace' sit* (Proc. Natl. Acad. Sci 
. USA, Vol.82, p.8404, 1985) ^OpHttft 5 ~ 8 * 075 s £r£ Lv> 0 

*&#(isi^20~40t;^5~100B#mT&^tU !&SC± «9 SI&^tK^Srfr 3 Z t 

[0 0 5 2] 

Tf^^E. coli<B»£\ Lv^th LTLBigWu M9^Hii (Miller fc. Exp. Mol. Ge 
net. Cold Spring Harbor Laboratory, p. 431, 1972) ***0I*fS*lSo 
«t±, ^SlciDa*. ®#14~43°C, fc3~24H#Htfr?;L*:#-T?§So 

[ 0 0 5 3 ] 

«^*«BacillusJRTioa^fr, ^5i:±9I^ «^*L4*«?>, il1£30~40 o C, ^16— 
96B#f?^T 5 C £ # s *^ i= * o 
[0 0 5 4] 

^^P^T?**)^. ^IfcLt, f!)£(fBurkholder*/J^ife (Bostian, Proc. Nat 
1 Acad. Sci. USA, Vol.77, p. 4505, 1980) Omifhtl, pHti 5 ~ 8 T?** CI fc**SB[4 
Lv^o «i±a#|tJ20~35 <, C-e^l4~144B#^ ; ff^^tL. J: «5 S^tt^^tr "5 - 

[0 0 5 5] 
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ihk \mm. mrn-r &zt § a 0 

ttz° I P(Mx.tt> + Flag^) fc^fctttnLfctfy^^K* 

»JM6J**fc*&**^ a«^i:«fllttttt4W N i 2 + Vy^ 

[0 0 5 8] ^ . 

[0 0 5 9] 

17 ^W^'J^7-f Kti, DANCEtDANCE#*»7nfr-tk»«* 

tt&K &]f & DANCEODANCE #Htt -fuTT- -tf^ . @B^J#"t 2 "C 

D A N C ERVD A N C E #H&J TT~ WMT^ftSH; 2> fflJ&Olgm&m? h tiZ 
[0 0 6 1 ] 

D A N C EMD A N C E#Hfi*>7°u f 7- -If <7>M^ 4:Hat , - ^ 2 o<7) * 

W^RfcSmi-affiOWfclRJfeSfc-fc^o ^©i^itttt, DANCEHil 
*BIJ& DANCEMtMtiifc Ximtelrmm-£ «3 DANCED 

ia^-BTf^^ofc») ^DANCEW/nr7-bW^-«, DAN 
CE#I«7"nr7- -tf #§MJfe^<75 DANCE HiS^^^-<7)SA, ffi*<B*ll&^<0 D 
ANCE^iJ-<^^-^U f DANCE#Ma^-7 0 nxT--1fl&m^^^-^*A^^^i «J 

[0 0 6 2] 

i fc, |&3i*:it»3**SKnN D ANC ESl^/XliDANC E#^K)7°of7--lf 
<^5I,«^ -C-tL-TtL, DANCEStf/IttDANCEi^T-nrT-^M^ 

[0 0 6 3 ] , _ . 

d an c E§mmmt> mt^mmm, »*«v>ttLf % * v^ Q dance oii^ 

HlUjet ttli, # fe^TMi&v*^ Wilf, 'fcHL TO. 

/hfli, ML I, ^> &j»tf**n&:h/cv>a<^ ^tL^^fMi^ffiJ-r 

itH*. XMtL^"bM2^£M£. DANCEM»tLt«v^ 

Current Protocols in Cell Biology, John Wiley & Sons, Inc. (2001); M«0# 
Hth^*, 7^«#)S ( 1 9 8 7) #PI) o 
[0 0 6 4] 
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uv^o «i*.wr, guemmmm, 2 9 3t«4* a^m, &m*z<7>®M 

K £; V > T D A N C E ~? Uf-T-1?<D ftijl^lllfS 2tlX^&<DX^ Ztlh<7>Mf&&fe 

Wyof Lt|V^ t W^ISo *&«B|&*«DANCEO-aj»f 

« tov^t mm-, dance mmm 7°n 7- r - -t^mm l t ji v> & c t **t? # 

«5> o 

[0 0 6 5] 

J:P!lfroi)S*fflv^c:fc#-el5^ &^-e*>, m<il«, W}%BfflU (fllxtf, nffLtt) 
[0 0 6 6 ] 

D ANC Ellil^ *-l±, ^HW'K'J ^7°^" K^f§ili"S^^ tl^^^^K^ 
J: l3^»T?#*o 
[0 0 6 7] 

D ANC E#M&J7°nxT--tff§iI^ flt^DANCEtl^^Df 7- 

^^^V-->^ifelwIB*$tL4*fetJ:^^»-CSSo 4*, DANCE^y 
nf7-K|SS^^^-^ «©M^^ V-->^^^tt«, DANCE##llftfPJi 
s<??- £ ft tz WW.ffi8kfefr b%htiZ>, DANCE#lW^nr7-bWOl 

[0 0 6 8] 

Iff *3lt & ^ji* O BU U T 14 , D A N C E #H M 7 s n x T - *ttn& 

^<DDANCE©Sji»?)Wo DANCE!|IKl7'nT7-^tI*l±, DAN 
CE^WrflmSr^r-riR^^^ia^*^^ DANCEfIS^or7-^ 
aiSIW^tJ:*^ DANCE!H^7°nT7-y^ilt^«© 

^7of 7 — $ tLfc^ K \t , DANCE ^frll^X ti J£«t $ ttfcD AN C 

E fc mil S^LfcDANCE 7°n r T - 4f 1 <£>?S^ K £ »K DANCE ©«J»f *^TIB 

[0 0 6 9] 

D AN C EJfflM^n x 7~tf J: & D AN C E <D®Wte, RDANC E#C#£ffl 

o 

[0 0 7 0] 

»f^S t± , *° 'J ^ 7°x K * 4 h -f\ *H1 0 * * V ~ - > 

[0 0 7 1 ] 

3. DANCE <P$J»f E i: Q & C S N^MJ^jC^MlS *° 12 ^ 7°x E i ffifr 

4 D AN C E#*fl9^n f 7-t?CJ:4DANCE W^Offlf ^ J: «9 £. C 4 . 
N^fl^V ^7°x K (BP*>^ 6 T 5 7 mi5Wb #U ^7°x 

o 

[0 0 7 2 ] 

*|&MOtfc#Oft*CM^fetL*trL]Si: LTtt. BB^I#-^ 6 Xf±@£»"t 8 "C^S tL* 

x ti\ 6 xnmm^ s x^mtiz 7^ mem. xi*w&m-% 6 xnmm^ 
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[0 0 7 3] 

»Bj?^feL#ii, *° V ? n - ^;i/#L#:, •=& ^ ^ n - ^-;^#:<75 v>-f tL"C* o c i < , 

<, ^#§0^(7?^ (CDR) £:TtSI£*> ^^77^ 

>l>tiboTU< < Witf, Fatk F(ab')2, ScFv, minibody^^f <b ti%> o 
[0 0 7 4] 

^ V ^ n - f - )vm* it > JtfE#LJF> OM^^Ct, * v iflltt 7 ;V f 5 > , K L 
H (Keyhole Limpet Hemocyanin) fO^tU TgfiKK^M L*r^#£: « - ^ *> 

til;, tb^i^T*>'i>v^iMKl*I^2~33l^i3#^2~4IaI@JK^L (SB^JflLL 
^e#5j3~l OBf^i^WLtiAi^ftSt^^C^W^o Suit* 

yt^zmmt Ltit m\ ^^^k 

[0 0 7 5 ] 

J& (#9xJ£\ NS-1, P3X63Ag8fc£0 ^iM^LtilfW^^y ^n-t«^ 
[0 0 7 6] 

**?&m*. mmm^ (mmm^) , voi.i.e, no.io, i9ssj > #2^3-73 

280-^*^ t hMlt ^!lx.tf#^¥4-506458^-<&^ #^6862-296890^^ 
t h*rt^«> TNature Genetics, Vol.15, p. 146-156, 1997J , TNature Gen 

etics, Vol.7, p. 13-21, 1994J , #^4-504365^<ZrlH> lll^miM<2rliW094/25585^<Zr 
fix, [BU^Z->*> 6lf> f4 0-|5 0l> 1 9 9 5^_U TNature, Vol.368, 
p.856-859, 1994J . #^¥6-500233^^ £ ## M H^iMtWklT 1> £ § Z> „ 

[0 0 7 7] 

x. «\ <D*?V-~y?-ft&*?T*)fr#>. ^ 3'J OTANC 

[0 0 7 8] 

4 . DANCED »f ttR trap g£M^M^M^ ± 2 fc 

^3PJ3 S± . DANCE #H K/nfT-^CJ: JDANCE§] Iff <^/X M Irffitt 
^litefSi^if tfSTjfc fr^T?*), IJlt7Ei3*^£#l£W~£^T, DANCE 
# H m 7 n x T - -t? 13 J: & D A N C E i2J M * & M^i" & - =Sr #m £ "f ^» ^ V 

[0 0 7 9] 

■C * ^> PI «5 # t P1t£ $ * v^ s \ W £ (i\ PS?L»% "C * 1? # 2. o Bi?L»% Si # K I^te $ ft 
S^-Cli4v>^ Mx.tft:>> fc^y, 7^ Y^r, "9"^, 7?K ^ 
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danceU*^ a#&«o^j:9a3g^**.«^»^ DANC Jf^ 

N C E ft] Sir S^fflS Jfc"? § * o 

,tixyZ-Y (PNPP) mmtfbti, tO»0«ft»i:tTo-7xiU>97^ 

ItL^i^Ct, f£*^©*<0**rK:lfllR* 

< m g.&m-f z> - 1 **t? § & o 

D AN C EU^It^^ti^Wt LtTii, D ANCEWtt^l 

ET> EDANS. A 1 e x a (Ilii) Fluor (Invitrogen) *l 

o 

dan c l\omm**>m*Km» ^^^^-tu^ dance «»fstt* 

c 1 ipse, Q S J-^f-^-fe* (Invitrogen)^ Zfr&lfbfL&o 

DANCE. 2>mit, 4#H*Ofti^R4^4k 
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<n * v y \$ z h k „ dances) »f *7Wtt*M6^JS^^* ia* ttv^ 

[0 0 9 1 ] 

DANCE®mx&'\±omfe*^mK-t&^mno*v m±, dance. ? 

v n -;vfc LT-g-tf - fc^tl So i«5*yHiS&t, D AN C Ei!D»ffirte**3¥teiR 
[0 0 9 2 ] 

&. * »-r a x& * o 

[0 0 9 3 ] 

Sfc, ^H^Ji, DANCEW7°nf7-^t:UDANCE«|]Wl^ 
7°n^T-W«tt£^-f £ 3 CT^Kim^^tV^DANCE^ X 

[0 0 9 4] 

smMnfeH^X, DANCE tlffi) 7°n f T - €tffitt^7Kt i ? |;7"o r 7-^ 
UffflSffi ( A r g - G 1 y : Sfi^JM" 2 T^ftS *L& T 5 7 mSB^J WC7 7fl~7 8* 
S COT 5 7 m, & J: OWJ#-^ 4 T^S *l£ 7?/ ^K^J WT5 4fB~5 5flO 

r^/mt'ffi^) X(^^sf«7?yi @a^ij#-^2-e«$tL^T5 

t;^V^7 0fl~85fS, &SL<li72f@~83fl, J:«9«f3:L<W:74#l 
~8 lfg, $P,iay^L<tt76fg-79fi©75yi, * S V^±15?!l#-^ 4 
•e$§M7 5 ym@e^J^i3V^T4 7f@-6 2fl, fiF* L< 4 9#S~6 0#B, 
J; i9£?£ l#a~5 9#g. 3 & J: L < « 5 3#B~5 6fl^)75; 

m) «n #un, w) Ltv^itOTit^c ---?\ r^s^ 

kiwi— j f±, ±MLtz$><Dtmmx&%> 0 

[0 0 9 5] 

rD A N C E f ID 7°n f 7 - € CS^tt 4^tJ fcf±, DANCEM7"nr7- 
-trt- J:£DANCEco$Jltfff^\ ^H^K & <£ >9 i&T (00*. J* 7 5 %&T\ £ L < 
fi 5 0 %J^TOjg:T) -raifcfcfcBfcU ©Hf^O©T<^^JKti#^p^$ *l& v> 0 DA 
NC E^Mo^D ANC E#IW7°nr7-^ K^ LTiS^li&TF-r^STHi. Ji&Ltz 
-gOBf^&^iSIE'tDANCE, DANCEH#©ID»It> EfDANCE, DA 
N C E ^IMfcco-tjO Iff* Sr M5c ■ lt^1" Sit T^RT § S 0 

[0 0 9 6] 

*^©DANCE«i:Lti±, Wxtf, IB^J*^- 2 "CSS T 5 7 SMB?!lfci3 

i2?ij#-t4-c^£fr&T5 /miB^J^^v^T, xt±ffi^J#^- 4 -cottars ^mia 

^!] tHKfl*J^|WI— COT 5 SWLWffll'&^'C^ 5 4#@cOT;V¥->'^Ty- 
[0 0 9 7] 

[0 0 9 8] 

W D A N C E ^IMfflif 1# ^ 3 - Ki-S^V^^ V*^Ki±, fllxJf, 
;£§PJ3<75^ ^ V - - > m&K& ttS * if t- 73 > h n - ;v t LT, a6t/^WI4^f 

[0 0 9 9] 
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6. DANCEiM 

6. 1. ^<n2QWDANCEm-e^^DANCE^ft (%^I) 

>P f £ < & 2o©DANCE^m5DANCE^# I ) * 

[0 10 0] 

«> V ->^t^->f-W/XliLTBP 2 i^C^A,WC£ iv> 0 
»j y;l/t^'>/-W/XliLTBP 2 ti, fd&O® <9 W»"T? £ & o 

[0101] _ 

fctL***, a 5 £ l , allbjSs, ^T<75 « v /?> « 9 /? l bV^ 0 i*L 

co^n-->^, S£3I*HIJI&<Z>SIS$!IW\ &&&to<Oj3&& X i t^*4a 

[0 10 2] 

A;t4Jo i-T% r«TO«SU tt±^ ^<H2owDANCEl:1^4 
LTIi, fltD A N C E t ^11 D A N C E fc <7)I^> 2o^l44«»DANCEtf) 
[0 10 3] 

[0 10 4] 

DANCE«S»tffiv^^itfh--/fcL-CI±, ^Jilt ^V?ft>-S-h7 
yX7x7-^f (GST) , VJVh-^^W^I (MBP) , r/7)Vx-/f^v 
yfrf-=.y (HA) , f*>m> (Trx) , fc*f-v>> (Hi s) 9 9\ FLAG 

[0 10 5] 

^ ^PJy^t^v^^ LTBP2. -^-r^u:^ 'J'^ 
[0 10 6] . 

xifh-^aDANCEii, @#^£a<D*fe^ <t i9«-e§^o ^^-7 

LT, DNAilft^^IU i«DNAti»^±«tM$^^iti:J;l5xli" 
f-7llDANCE^llt^o -2f> JfcimRIffiff 35 S) liDANC 

E 14 , DANCE Hiltt £ JfeStttRIfi:^^*^*^ Sitfitfi^o 
[0 10 7] 

[0 10 8] 

£ fc, I V v JV * * *s ^- -if Rtf/Xtt LTBP2!-^ $ 

[0 10 9] 

m&fal^m±, DANCEWllCJ:^ (BP*,, DANCE©i*Kff^«flSl4 
> abSVMigfl^CPKL^* < fc 4 DANCE (IiDANCE-« 

DANCE, 2o«i^4liDANCE) ©Sfc&fc ± «3 # £ 0 

[0 110] 
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«t Y) JMfcfitj K , I <*>M « ^ « 3 D A N C E & $ tlfc DAN 

ce (Sxtf, m.%mm*fm) <vmm, d a n c EM«^:*rt ^ d a n c eh 

[0111] _ ^ 

&tm«tt^#Ofl*#8t{i> D AN C Ett^O^JS Lft ^ 'J 

- - > ^ftKfctf tt, ^^lc#1»W^P»JX^D AN C E £W1-*flf 

[0112] 

6. 2. ^ft < t % 1 o^DANCER^ ->;V^^v D AN C Efe 

W ck^g 1 1 ) - - - - - 

*S&9§{±, 4>fc< fcfc lo©DANCEl0 ^, Vy;^t^y^-^f^^t^^DANC 
E«1=H* i) 
[0 113] 

»1=r#I Itt* DANCE flOTiW^DANCE) MVXIiLT 

^ ^^-^f^- i P,};^^^^ iv> 0 L T B P 2, ^T^T-^UV. 'Jv 

i> i v> 0 
[0 114] 

[0 115] 

KOflt^H^ DANCE (#!l;Lf4\ ItSU "TlW^D AN C E) R 

[0116] 

Io^JSli, 0B*.tf, *^ID ANC E t*ii'J y;vi^y^-y©m 
3cfi(flfc D A N C E t fRIfe V *s * * * ~> ^~ * StDANCEi: V V ^ * * 

^ _ _t£ h«*>«w * tL^tL^-r iDANCEk'j^t*^/- <*>»tfu 
v^i*&*»ift*^tL^tL^ri-a dance t v v/^^^-^BSttK £ oaufc 

[0 117] 

i^f^Cft KOMmt. «^f:DANCEJ:ff§W:'Jy^^ 

mX, I0 f 'J'>;Vt^rv'f-b*M»^tl.DANCE|IS^^^-O#A 
[0 118] 

, 'J ;v * * ~> ^ - -tf H5£*ffi J&#*H S^i^o 
[o i i 9 J 

0 ^ ^ i; _ - y r-zmz &n znu t LXs izw^mm^mmmMWD an c e k 

[0 12 0] 

ttiSE# 2005-3031413 



#11 2004-096685 



^-v: 17/ 



6. 3. 'Pt£< t g> l^DANCEIffLTBP 2 mtft&DANCEftM (g 
III) 

^li, /J>&< hfc lo^DANCE^LTBP 2 l:^t^^DANCEtM 

I) £*t«1~£° 

[0121] 

I I Hi, DANCE (^xJ£, MTO&MODANCE) 7kV/Xl$V 
[0122] 

±iE<0«## I I I«ft^tftt^o I I IOp^ftfi 

s ^4<kUoODANCE*LTBP2 - ^ 

[0123] 

f tz *!^#I I iroilO^ DANCE C^I! x. ti\ M^Ii^M^DANCE) 
[0124] 

I I I OMtt, *IiDANC E £3MML T B P 2 

DANCEhliLTBP 2 0^. SiDANCE i*S»LTB P 2 RlttO 
ta^WtLtf^DANCE hLTBP 2 co^tfe. *Sv>lil4 5SII«:^tLftit 
t^DANCE^LTBP 2«g»i:J: ^jt^-Ci^o 
[0 12 5] 

j; fcl±, WL&fcl I I<£>Mi^ f^ti^DANCEtf^ti^LTBP 

2©i|L MCDANCEfllWt^LTBP 2#SPJK^*-»SA. MLT 
BP 2l§a*fflBat'*i"tSDANCEl&^^^-^SX U^tfhn, > e^^-^tf) 

LTBP2. &tf*w3&^&{i'&*n^&&° tot, LTBP 21111^^^-. 

ltbp2WH (^ox5i\ mtmmmm, mum sMWft^^fw 

Wx.5i\ LTBP2J±, tf¥i!iSi £jf*fc|fi£«& ifOlfflflt, sfitmM 

L T B P 2 ifrfSW^ n--y^l> f: > L T B P 2 HSIte^il"^ £ & o 
[0127] 

m^#i i is wmmM&fcvMWomz, DANCEi»«^iim^» 

^ ^ ^ ^ ,j _ - y sf-frfe K & & *f « tLt, jfc tT I* W1&8MS^£98fiff &l X^DANCE 

[0 12 8] 

7. ^'J-->^jjfe 

A N C E # H Ift 7° u t- T - ^ <7) £ H 0 L t# & ® K <D * ? V - - > ^ * & U * 0 ~ - 
>m-mi, ID , DANCEt^oM^ilpLf^WX^ V ( 
X^ij-^y^&I j i~v) . DANCEillKl^nrT-^^^V--^^ 
(^^J--^MVI) K^BUSft&o JS1T\ 

[0 12 9] . _ , 

^ ^ , ; _ - y i ^ M £J1 v^f 5 HDANCEilfiT'nfT-^ Mtt * M 
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x^&mvmmfczfr*^^ ar^xe (a) , (b) xtf (c) sntrfr : 

(a) »M^K^> DANCE#^St)7 0 nxT-^^«^^^Xifl: 

b ±1 (a) oM^iaUiCiDANCEWBSirnfT-^JtttWL; 
, * «tt*«*W* *4 DANCE ftfttt ynrT-t O^tt fc JfctM- 

* t r ** * 9 y - - > ^tffc i ^k±> d a n c e *> ft a ^ n ^ t - * <Dmm * & 

^T.Vx.^ «*, ««. ^^K^^ti 

^(b)U-C, DANCE#Ift7'of7-^«l±> DANCE«W»X^ 

o 

DANCE^»f»R^/Xt±©»T»^^^^*#^^*^^^ v ^^^^^ S ° 
CJ3»t*DANCE«W*RO , /X»±«W«tt©«3&lc*tL, *^^H5ir?™^?«S 

iv^IfS (c) Mv>T. DANCE^»^ofT-*Ofitt*l«t4«WJ 

7. I 2. 1 pANCE§lfe7°Pf7- jf^MMfrMIB L^ Mg^^Ji^-^ ( 

T*#&l^#K^Sn&v^\ miOl® (a) . (b) (c) * a tr : 

b ±15 (a) ©It^HL^WDANCE^T'nfT^^Mfct 
, * 1- * DANCEM7of7- *«>«tt t Jfc»* £ 



(c) IIB (b) ©JfcW**fc**V>-C, DANCE«fft^nr7-^#;t 

I©tt*-h, DANCE#l^nr7^«t^ 

[0 13 6] 
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DANCE«1«I±> ^^-Bt^^V^-C D ANCE^ltf* 

iv4- 4 lL (c) fc*v>T, DANCE«m«l^f7-*Ofittti*t*««; 

*™!;»?»«^ 

£IT©I8 (a) , (b) Rtf ( c ) **tr : # 
mnttyiz&v&DANCEfo&fcnXt&Vtlr&xm ; ^^^^ 

(c) ±15 (b) Ott«tt*K*^T, DANCE«^#©»ft*iit4*W(lft* 

iftat2O0DANCE©««tt, T6. l.^<a2O0DANCEm 
tftiDANCEtt^t (*^#D -1 tflLM^it^o ft*, 
-V^ftl I Itli, «WDANCE^V>KtWtUo 

>i°i\ iL (c) K&^r, w^*l»ts«^«^snSo ^ 
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mm 2 0 0 4 - 0 9 6 6 8 5 20/ 
v 1 ! 1 tl^ U A N C EMU y il^ rlil^MMN^ 

GJiLtf. J^TOXe (a) , (b) &t>* (c) : j/i-fisfth*^ 

"filB (a) »l8fcfiHlt&i:*DANCE*^Oit*ftU ****** 
(c) ±IB (b) Wjfcttite*^*^-r, DANCEttW«S**fcti«*»J«* 

ift < k 4 1 o©D AN C E i 'J T6. 2.^<^l 

%v°,i 5 Xfl (c) c*v>-c, «WH*i l«™t«tiS«^Jo e: 
7 ^ /liaU^ANCEm T .P^^WDANC |ggg (tt 

W (ifwSSS»T U< ) ,?1o ( ^d!Ic^LTBP2^^|X 2 
a) 5|«^J^^ T ^ C ^ DANC E«^**«t, ttfttttftft 

(c) X1B (b) Oifc«£tt*»=*^T, DANCE*^»***wt4«««J««: 

B^-r^xfio 

j^<n 1 lo^DANCEkLTBP2^ l i, T6. 3.^<Hlo«DA 
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lUt^fii, *WMtoff«T, TmTFMv^ I I©* e 

iv°>i 5 xL (c) fc*v>-<\ I I^fcWtiWMW^^J* 

o 

L 7^J-^>mVK±> DANCEO«JWiStt*»»^ DANCEll^nr 

J 6 A i y - - > * u m v 1 1 l -c , «•& 9 n - - > r <d u m * m v > * = : * **r * 

* Wtf, Molecular Cloning (# 2 JK) ; Current protocols in Molecular Biology 
*S3)K). Acad. Press (1993); Antibody Engineering: A Practical Approach, IRL Pres 
s at Oxford University Press (1996) #fl) o 

l*mzl\ DANCEW7'nr7-««^cDNMIiL fcDN 



J ° i fj 1 L > jrfr VltlV^ ft Z> m^mU hUltDANCE^ Hfffitt * J 
N C E §PJI-< ^^-^«XU »W;DANCEO»tft«t^-i:^^ 

2 9 3 Til, if©«U 

c l DNA?^?'J-Ol*t a#&ttO*^J:0ff*^*o5fe-f. DANCE 
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jVA (AGPC) SW«^RNA»4o >k^\ fr'J* (dT) UTE-ft 

ficationKit (Pharmacia^)) **V>T, mRNA^It^ *V*T ; «lUmRN 
A*6cDNA?^?';-tft«ti (0ox.tf, Molecular Cloning (* 2 JR > Curren 
t protocols in Molecular Biology (ftSJE) MO . ^f^^^^A 

SfcftP^DANCEWft^nfT-^RaWft V*Bft © m R N A *fflv^ *7 
b ^V8>S (Proc. Natl. Acad. Sci. USA, 85, 5783 (1988)) *fr*o^«Lfc 
cDNA7^7*7'J-^V^:at^o 
[01671 

^lI^/:cDNA7^77V-rt^DANCE l*^ * * - * 4 ^ 

jl±i id LT# lb tLS^Kte***^*^**^ * £ k J: »K J DNA 

> VttfflS^^iRPMI 1 6 4 OJ&iBu «MEMm DMEM%I, 1 9 9 % 

*b * 7- ^ *l h K*te!MLm* * mm l * jm* ^Kt^f * * • ** J± \ f 

^nH6~8, 30~40°C. 5 % C O 2 WfOAttTT 1 - 7 B lft*>W o i 

o 

n c e owmvmmximm ^^r/^^r^ > 7*<v%& k * vmm -r a it c 

DANCEi^7-nf7-lr^lit-?»fS»*Mt^-^ s tll»o i&Kk- 
i^Iimt^t^^ DANCEfIM^^-^i^^ 

flUcDNA ©ae^BWOftJfett. § J: 0 *T "9 - J *T? * * o & * 

;?»W»±4*:. ^J:,«^/:DANCEtf»nf7-^n->t^'J 

c E©*w«tt*»«fc LT«m«ii**±«^^iH-t-^ c: k k * o :^2£ E 2 

77^f^^7ff77^^ 7 n7f7t-*V^ft> 

%Mf^)i«> ffl mte***©#« K*^ * t7 - ■« J * u - - VJUJ ; 7 
n?7-BKo|DANCE ©®ffefe*M-=Mi- & t k DANCE 17 n x T 
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w n - 7 _^ >Tiif*--efc&T-7n^>KJ: 5fif ^^^^^^^ 
[0 17 3] 

8 ^fr*»Ml4, £JLT (a) (b) Y*$k®-fZ> : 

(a) DANCE, X\i D AN C E * a - H-****!^ * * ^ * * h ' 

(b) mr ( i ) ~ (v i ) O^ft <tu : 

(i) (a) ©DANCEtiSlWi«©DANCE; .^.^Ma,*** 
(i i) (a) WDANCEfclM0T!rffi4^DANCE*3-Kt4tt*E?J«:tt 

( i i i ) V v^V^^r v^-^f ; 

(i v) .;v;v*^v^-^*^-K1-<?»^»@a^^*-r^*° 1 ^^ v * f " F ; 
(v) LTBP 2 ; 

(v i) ltbp 2 ^3- Fi-^m^e^J^^i"^* 1 ^^ v^-^ho 
tz I \z km-r^ # , x * * 3 * t k a * * ifim-r * kw» * # * £ * #-e s * - 

*»i©*lh»±*&Ki, ±ia^t^n^> dance, y->^**'>^7*; L 3£ 

[0 17 8] 
[0179] 

ffiftoffi*. Will E^Ji^^tLSfifrSrK^*""^ 
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_>,, 3 -,i,_**-*, Rmymi-y^^, '^X* ; ^*t 

s^*SJ, 

£L X, Sew? mm ***** ***** u * > ^» * 

o 

i^wftU &-rmt. tmmt, mmmx, ^^^i^J^t 

UEfltfcUftO. 0 0 0 Omg/k g-C**o 

[0 18 8] 

dEF6/ssFLAG: 
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pEF6/V5-A7°7^^ K (Invitrogen) ©Kpn I - Pme IlUti:, ^J&* * Wf- Kggtacc 
gctagcgaattcaccatgtctgcacttctgatcctagctcttgttggagctgcagttgctgactacaaagacgatgacga 
caagactagtcatcatcaccatcaccattctagagaaggatccgatatccgcggccgcatcgattgactagctgaggccg 
caaaccc (SE?iJ#^- 1 7) * i^Offlffia^Jft^ ^ K*»*&^o d*L£J:») 

Kpn I - Nhe I - EcoRI - ^fnb'J 7 */ y *y ? 1r * K (MSALLILALVGAAVA ( 

@5£I!1H§-1 8)) - FLAG** (DYKDDDDK (@E?iJ#-^ 1 9)) - Spe I - 6 x His* * (HHHHH 
H (@5^lJ#-^2 0)) - Xba I - BamHI - EcoRV - Not I - Cla I**#ftH? (Elongation 
Factor) 7°n * - ©T^ ">Jftft*^* 7^-MfcIE?fl©±^£'f&fi1-& o 

[0 18 9] 
pEF6/ssMvc: 

pEF6/ssFLAG7 P 7^5 K ©EcoRI - Spe iWffcfc^ ^j&j* * V ^ Kgaattcaccatgtctgca 
cttctgatcctagctcttgttggagctgcagttgctgactacgaagaggacgaacaaaaactcatctcagaagaggatct 

gactagt (SB?!)#-^2 1) ^ J: ^ K*«.*&^o itLl'JH) 

, Kpn I - Nhe I - EcoRI - -fVfu Y V ^'»y^tM7'f K (MSALLILALVGAAVA ( 
BE^iJ#-tl 8)) - Hive** (EQKLISEEDL (BBFOW 2 2)) - Spe I - 6 x His* * (HHHH 
HH (|B^J#^2 0)) - Xba I - BamHI - EcoRV - Not I - Cla WftBT-^D^- * - 

[0 19 0] 

PEF6/FLAG: _ ^_ 

pEF6A5-A-7°7^ 5 F (Invitrogen) ©Kpn I - Pme ISBtfc^ * Ftggtac 

cgagctcggatccactagtccagtgtggtggaattctgcagatatccagcacagtggcggccgtctagagactacaaaga 

cgatgacgacaagagagggtctcatcatcaccatcaccattgagcggccgcaaaccc (^01^2 3 ) & J: 0* 
^©ffl*f$l^}&* * Wf- K£fI^£^/io ittti 19 > Kpn I - BamHI - Spe I - EcoR 
I - EcoRV - Xba I - FLAG* * (DYKDDDDK (JRfflZft 19)) - 6 x His* * (HHHHHH (IE 
Jfl|#-£2 0)) - Xb7"3K> - Not I 7^#il0T-7 o tt^-^-©T^ ^jSft** 

^y*''j7f- ;Wb@E?!]©±v5iS icfiSi" s 0 

[0191] 
pEF6/ssFLAG - hDANCE: 

IE^iJ#-^ 2tS?W7 5^ SHE?!!* & * l£ h DANCE©25#T 5;^^^hy73 
F^^t^^?^- tctagagcacagtgcacgaatggctttg (E?lJff 2 4 ) j3 £ tfgcggccggtc 
agaatgggtactgcgacacatatatccg (SE5*M^- 2 5 ) £Jiv^PCR&^-Cigte U pCR4-Blunt 
Topo (Invitrogen) KM&mM^m^ I *) * u - - > * U Wffl % $1 IS Vtifok Xba I 
- Not I-C-HI«9ttiL, pEF6/ssFLAG©Spe I - Not iM^-fl^^iA^o 

[0 19 2] 
pEF6/ssMvc-hLTBP2: 

\L Y LTBP2C036#T 5 J h X h v 7° n K > f =Sr tctagacaaagggaccccgtagggagatacg 
ag (lE^J#-f"2 6) jo J; tfgcggccgcctggtactccttggcagtgcagtggg (1E^!]#^- 2 7 ) 
TPCRV^^TliililL, ±|Ei:|Wl#^pEF6/ssMyc©Spe I - Not l£|M£ A,/io 
[0 19 3] 

nEF6-hDANCE-FLAG: „ ^_ 

IB?iJ#-f- 2 ti& 75^ BfeBB^ DANCE© 1*7^ ifc* <b*#©448# 

T 5 * 9 -< gaattcttcttctcgccttcgcatctcctcc (BE?!]#-^ 2 8)^ ttctagag 

aatgggtactgcgacacatatatccg (@E»^ 2 9 ) S-^-CPCR&KTJiflig U -LfBfcPWfc 
* n - - > *\ v - * > * <0&, EcoRI - Xba IT?$J <9 tH LTpEF6/FLAG© EcoRI - Xba 

iaMfcfc:*.*^^ (mi) o 

[0 19 4] 

pEF6-hDANCE (R77A) -FLAG : 

Quick Change in vitro mutagenesis Kit (Stratagene) Srffl^Tt > DANCE© 7 7^7 
5 ;it|,^7^^>^77->i:ffilLf:o -5-^|±pEF6-hDANCE-FLAG^RU"C*S 
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[0 19 5] 

pBF6-hDANCE AND-FLAG: 

mm^ 2ts$w7</ m&nfr danced itru t&& h 2 6 #7 5 

7 8f7^f^f> 4 4 8 7 3 ym^-e^-etL-rtLPCRfe-eitipIL, Nhe 
^*£-£L7^ P EF6/FLAGcOEcoRI - Xba I§|5&^|I^&/v/f (HI 1 ) o 

[0 19 61 
pEF6-hDANCE AN-FLAG: 

SB3FiJ#-f - 2 -ejt §«7?y m@S^J^ ib & & h DANCE O lf7?^ Hfttf» ^2 6757 
1 1 3 # 7 5 J m& e>4 4 875/S4Tt^ ft-TtiPCRftT^iipI U Nhe 
*C»#L3t^ pEF6/FLAG<DEcoRI - Xba Wfa\z.iB.fr&A,1£ (Hi) a 

[0 19 7] 
pEF6-hDANCE A M-FLAG : 

3 1 5#73 SWtfrh 4 4 8 7 5 J Wtt t?* -ttL-TtLPCRS-CJtffi U Nhe I 
pEF6/FLAG<7>EcoRI - Xba (Bl), 

[0 19 8] 

P EF6-hDANCE AC-FLAG: 

BE9!l#-^2T^$;Ha7 5 yBfcHB3?9**6>*&l2 bDANCEO 1#7 5 ygfc^fc 3 1 5#T 
S &PCRfeT?ifi|lBU pEF6/FLAG © EcoRI - Xba If A,7^r (HI) a 

[0 19 9] 

tMJW^ •*? (GenBankT ? -fe y v a : AF039291. 1) cDNAfc 3-KS 

n-ff- K (4 1 7l@<7)7 W22f75 SWtfrh 4 1 77? yfSt^P 

C R L> pEF6/ssMyc<7)XbaI/NotI£ m 

[0 2 0 0] 
1 . 2 . jgj|> h7>^7x^yg> 
3&ffilUfcfctt2 9 3 TSfflJ3&*fflV>fc 0 VX7x^i/ 3 LipofectAMINE Plusf^ 

in vitro A^f ^^Tyt'fCfflV^o 
V7Xi4ff^)ftIfI)lit "Current Protocols in Cell Biology" £|B«©:# 

•> ^SjM¥"?t®5 ti . Cambrex =fc <9 iAL/: 0 
[0 2 0 1 ] 
1. 3. M^rX. DANCE 

293T#HI JUL ii pEF6-hDANCE-FLAG ^I^tfc h DANCE*jS3&SjWI&**f^JS U ^<7)*g#_b 
-/t^^Ni-NTAT^'n-X (Qiagen) *ffiv>Tifijfe;lDME*ifll»Lfc|fe, ifi*7A (Ame 
rsham) %m^XUMLtz 0 

[0 2 0 2 ] 
1. 4. jftte 

^v?*DANCE#L#:BSYN1923fi, v<7;*DANCE76 - 98T 5 J MKHlB-f- &&J&^-??- K 

Lfco gt^.y^.^^-^^ * n--^;v^t^l±Chemi con fcElast in Products Company (EPC)*> 
fe, 7^7*'; 'J ^ 1 -fV ^n-tJV^t^^^n-t;^, 7-f7 , Jr/2#^n 
- /I'SM*:. LTBP2^& J >? n - /U&tfMiEPC* <b * A L fco SlFLAG M2#C#: jftFLAG M2T 
^n-XJiSigma, #uMyc (9E10) #L#:i±Santa Cruz J; *)WXLfc 0 
[0 2 0 3] 

1. 5. 35S-Met, Cvs£ ffl v^fc * ^ £g ^ V > 7 (metabolabelli 
ngK ^jgitEfe, in vitro ^4 > V7 y -fe 4 3 7X^r/7'nyf07 

"Molecular Cloning, 3rd Ed. "KdRO^ftTfr ■ofco 
[0 2 0 4] 
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mmffl 1 : DANCE CP — f[5 1 i i n vitro, in vi voj^VlTNa^MffiMkXkli 
1 1 v V ^ ^DANCEcn293T «&^<^MlJ§im + nnnl « m 

f^SDS-PAGEt?SMb, W^7*n-;Hffofco Jft#li^ * * DANCED 76-98#@ O 
[0 2 0 5 ] 

^iCT^DANC Ey ^79W^ (Nature 415: 171-175 (2002) #M) ioJ:t>-?-<p 

DANCEV + ^V^**^&»«^^^«2^0^'>K«m^^ DANCE- 
/-vWft^g«Ii«l^> K^ffl$*t*^ofe (S3), 
[0 2 0 6 ] 

12®** WDANCE ;^79f^^^i:^«» 3 ^ n / jl/V ^ wW *» m 
«SDS- PAGEKT®MU BSYNtjrG#"C ^x^^V/ny h £tro fco 

DANCE+/+^^^^W«^ii> DANCE#2*0'<>KfcLTfcffiS*U DANCE 

^;V#^v;V« ^FLAG^^h6 x HilFT^oW^ h DANCE cDNA£293TWc h 7 
ytylttmy'. ft*3WM**«U*:. *O*M*M±»800 ral^Ni-NTAT* 
n-* (Qiagen)^ffiv^T«^DANCE^«^L, SDS-PAGE-CSPJ LTCoomasie-Blue^ 

°«fc 0 N« 75; miS^J SrflWf L (H 5 ) o ^ 
?^i.V«DANCE^5iT5ym^Ji±. DANCED 8flW7^W 

^^ii^r^O'f&^S^^^^Sii^ DANCE CO 7 7fg«7^it 7 8fS«7? 
[0 2 0 8] 

g fffe^l^EFUGT^i x Hi s^OoWcH > DANCE cDNA*293T*Blfefc: > 7 
v^-^Va^L Wf^V'nfT^'r^^- (E64) ^li*'J>7Df 

-NTAT^n-^^fflv^aPt^^^a^^^^^^K^SDS-^^^ 1 -^ ^ FLAG M2 ^ 

^jLhJ: DANCE }±-fe V y7nf7-^Pi 19 i£»f£ fr£ £ t^^S 
[0 2 0 9 ] 

4 : pMCE^Arg77MLa^ am±l fc30»f StUC ,^ c „. 

^<P77#B <P T W~ ^77^> Hg^Lfe^MDANCE (C*»FLAG, 6 x His 
(El 7) vymi^t-^ W£.mmm& (C»FLAG, 6xHis^o|) 
* - &293T*fflJ&K h7^7x^yaVU ^jflL?fi&i||iT48»JW**L^«* 
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mm 2004-096685 



: 28/ 



FLAG M2ttflcT? ^i^^^ynyhSrffofco _ 

*<0«f*^ i^flMDANCEte, 
Ifi&^fe&oA: (El 8) o 
[0 2 10] 

sgjfefl«5. DANCFJi^^l^#»^BfeL. jfc, LTBP2 k & fel^ & 

9cm7°V- bfc3#v*fc* i/jz1tmmmmm*35S-Met, CysX~24\%M7'<frL?z&, 3g 
*±?» fc «£ H b DANCE (C*«AG, 6 x HisO i ) 50 /z gfcfUTT . #CFLAG7 # n - * 
(Sigma)Ti£|#£-££*>0£SDS-PAGE-CSWU b 9 ^9 7 4 - =Mt o fc„ 

LTBP2) KSt-t-STUKOfitfr^^aiifcl* U |W| CSDS-PAGE^*A/T?®H U t-^vt^ 
y ~7 4 — 3rfro to 

^OM^> DANCED* -e«^#^Mi-^- fc, RU f DANCE^LTBP2^|^1-^ii:ra 
bfrhtz-otz (H9) o 
[0211] 

gMM6 • ^ b DANCE ^:DANCEXij:LTBP2hOM^M^OM^f 

»5©ifi^ DANCE1WJ±<7)|^W, DANCEOLTBP2H^1-^^^«*» ; i ; if-t 

S d t t Lfco 

FLAG ^^WOV^fct b DANCE n>7, I>7^ > (08) , Myc* 9<DO^tz bDANCE^ > 
* b 9 * b b LTBP2 3 b 9 * b £SU* ^293T3WJfe^ h?^7x^->g^L 

fco tejflLft^-(:-48B#F B 1«^, ^*LWOJ§*J:?tfc*B]!fe«lffi«t*?ft^ 
tStLto FLAG^^OOV^/iDANCE3>X b 7^ b <£> 9 KM k , Myc^OO 

WcDANCEt 7t{±LTBP2^e>0^ ^^^««F»t**±^ 1 B#TO^> *fLFLAG^L#Titl#$^: 

^Ogf, DANCEra±©JfrfrKW^ N»K^>7^\ DANCE LTBP2 1 O^H(±DANCE 
O+JfeW V*>(>#&E^&&Z£imhfrb1kvfc (Ell 0) o DANCE t LTBP2 

Ofe^tt, DANCEON«Xi±C« >f ^ s «lLtv^« 3 **&v* i fc tf*93 t & 
otz 0 

[0 2 12] 

ga&fll 7 : DANCE t A 12 v jk ± ± 2 ^ ~ ^ fc*^ Mf & 

>;^;V^^'>^--t?0«f5^«^7^^*?iM (J. Biol. Chem. 278(16): 14387-93 
(2003); Circulation 106(19): 2503-9 (2002)) i±, **W#&5mtf fc#^L"rv>SD 
ANCEst^XJI^^^cO^S (Nature 415: 171-175 (2002)) \Z.f^\zm\^-f Z> - fc * 
$H§5f {±atB L fee - <b tiDANCE t'JvJVt^f v i: Ot^O 

W^WiH©^^tI^*^^i^*^ DANCE** 'J *sfr**isjr—VK 

-e-ott*, dance^ 1 ; c fctf^iftsftfc (Hi 1) ° 

[0 2 13] 

mm 

1. DANCE fcLTBP2Qife# ^ ^ 

DANCE^LTBP2t#^^^IS^^-^^-atB^^o -O^li. DANCE 

5 -C , :£§PJ^ DANCED 7 5;*SF^-f> r/r 9 'J > * - 

&$R#U Liu^ iiDANCEO* ;v^^r^;v«flJ«D^^L0XLltcM^-r^ £ fc =Sr#^L 
fc 0 L*U7XfyiiI«i:fiLtait^«tli^<, 5 9 u 7 4 7 V ^Kfe 
otiJtf LTV^, Jftmbfc?*ft«MttwftSCfc**ftI^tLTV»4 (Matrix Biol. 19: 455 
-6 (2000)) o Lfe5&*o"C. DANCEkLOXLl^lt^-^^X^y^^ 9U7J 7*U ;V^Otfc* 
. ^n*V DANCED 5^n-7^70^k ^Ltv^ li-f^ 

h&o s. 9 uy 4 7*v ^it^mmnmmx^ ^ „ 7^y;>i, 7 ^ u > 2 , lt 

mfE# 2005-3031413 



Sfcffi. 2004-096685 



29/ 



BP2&fc^$H*v>* W^«^^J&^3£oTv>& tfi^tv^o 'J 
1 2^^^^7^ -7 ^^ Wtt*Mt^^»# * * $ i% U V t DANC 

EO^fel^t^So LTBP2te, LTBP-7T 5 U - LTV* ft** b Latent TGF/? fc&pgr 
*i* 5^'tt«f ^ K"e* * -e^#l*lTcD«J(±. LTBP27 

T ^V^^^**-¥-SSfl&^3fc^"^** ^ i<^T^ftV> (Mol. Cell Biol. 20 

• 4879-87 (2000))o ^@<0#S&W#&<0»Jl.tt> LTOP2**DANCB* 5 * n 7 4 7V ^-hK 

[0 2 14] 

2. DANCEM±£2M^: , v^.^^-v^.^ 

■CV^^fc**, 4-0, ^»«J&*±*^^**^RftDANCEft#^^^^Ki:LTDANCE 

^ttv>4, DANCE|W1±^^«T5 7«F^ *f fSr^WS. mitu^fP^^ 
, DANCEOT5y^F^^>^ffl»M^>x^U>^^i-^-^^^^^^ £. Bi 
ol. Chem. 274(32): 22476-22483 (1999)), ^0^/- * [±T 5 J K * >f V<Dmit^ 
LTDANCEIWI±0^«^ab^ - tI*fCV>4, 
[0 2 15] 

^fPJ^Mi, in vivo, in vitro^*3V^-CDANCE(7)-Mi±T^y*5isK^-< ✓* 4 «IWrS 

(OT^s?- >*T?-> KW&1TZ> tWmZtUZ < < Z> o DANCET 5/*SK^ > <£> 
lit I S> »J * tt * J: ^ > « if MDANCE tt . ( 1 ) MM^M U > L 4 < 

4 0 ( 2 ) DANCE|W1±T^L4 <^> f/:> ( 3 ) ^0«DANCEti^SDANCE J: v *>L 
Wfc (1) ~ (3) tWt!i7nf7^i: 

iSDANCEO-gJKf**. DANCE©««^> ^V^ttWtt«Mt^*^«l«I«»t L-Tte/c b V> 
TV^it^ttSc ^#£1:^17^ »j^i^DANCE^llff^nxT-^om« 

[0 2 16] 

4 . DANCE h'JvJ^^ v ^~ ^lt^ , , nAxirD 

L0Xlilf5T-^»^ 7 * iMWIf^*to LOXLlliDANCEfcfiB^frU DANCE 

SfcSK. LOXLlfc^^ltTi±DANCEO^^T*m^T^4v* 0 i j ~> ;V * * ~> * - 
jeMftttm-W * ^ti 0 Ptti«Mlt«:*t^> 4-®^l&W#^tti Lf- DANCE 
U *y)Vj-* i/3r-*£<D&&\±. DANCE** U ->^-^r">^-"1?**^fc** - ttI7 ^ 

[0 2 17] 

8 i DANCEOMMtffllP l: ^M^AiLJl^ > £ t _ 

*;v^^v;V»^FLAG^^^6 x His*^ov^t h DANCE cDNA*293T«K > 7 
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SEQUENCE LISTING 

<110> SHIRANKAI 

<120> Cleaved forms of DANCE and DANCE complexes, and methods of screening an a 
gent for regulating formation of elastic fibre using them 

<130> A6261 
<160> 29 

<170> Patentln version 3.2 

<210> 1 

<211> 1347 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)..(1347) 

<400> 1 



48 



atg cca gga ata aaa agg ata etc act gtt acc att ctg get etc tgt 
Met Pro Gly He Lys Arg He Leu Thr Val Thr He Leu Ala Leu Cys 
1 5 10 15 

ctt cca age cct ggg aat gca cag gca cag tgc acg aat ggc ttt gac 
Leu Pro Ser Pro Gly Asn Ala Gin Ala Gin Cys Thr Asn Gly Phe Asp 
20 25 30 

ctg gat cgc cag tea gga cag tgt tta gat att gat gaa tgc cga acc 
Leu Asp Arg Gin Ser Gly Gin Cys Leu Asp He Asp Glu Cys Arg Thr 
35 40 45 

ate ccc gag gcc tgc cga gga gac atg atg tgt gtt aac caa aat ggc 
He Pro Glu Ala Cys Arg Gly Asp Met Met Cys Val Asn Gin Asn Gly 
50 55 60 

ggg tat tta tgc att ccc egg aca aac cct gtg tat cga ggg ccc tac 
Gly Tyr Leu Cys He Pro Arg Thr Asn Pro Val Tyr Arg Gly Pro Tyr 
65 70 75 80 

teg aac ccc tac teg acc ccc tac tea ggt ccg tac cca gca get gcc 
Ser Asn Pro Tyr Ser Thr Pro Tyr Ser Gly Pro Tyr Pro Ala Ala Ala 
85 90 95 

cca cca etc tea get cca aac tat ccc acg ate tec agg cct ctt ata 336 

ffifiE# 2005-303.1413 



96 



144 



192 



240 



288 
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Pro Pro Leu Ser Ala Pro Asn Tyr Pro Thr He Ser Arg Pro Leu He 
100 105 HO 



tgc cgc ttt gga tac cag atg gat gaa age aac caa tgt gtg gat gtg 
Cys Arg Phe Gly Tyr Gin Met Asp Glu Ser Asn Gin Cys Val Asp Val 
115 ' 120 125 

gac gag tgt gca aca gat tec cac cag tgc aac ccc acc cag ate tgc 
Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr Gin He Cys 
130 135 140 

ate aat act gaa ggc ggg tac acc tgc tec tgc acc gac gga tat tgg 
He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp Gly Tyr Trp 
145 150 155 160 

ctt ctg gaa ggc cag tgc tta gac att gat gaa tgt cgc tat ggt tac 
Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg Tyr Gly Tyr 
165 170 175 

tgc cag cag etc tgt gcg aat gtt cct gga tec tat tct tgt aca tgc 
Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser Cys Thr Cys 
180 185 190 

aac cct ggt ttt acc etc aat gag gat gga agg tct tgc caa gat gtg 
Asn Pro Gly Phe Thr Leu Asn Glu Asp Gly Arg Ser Cys Gin Asp Val 
195 200 205 

aac gag tgt gec acc gag aac ccc tgc gtg caa acc tgc gtc aac acc 
Asn Glu Cys Ala Thr Glu Asn Pro Cys Val Gin Thr Cys Val Asn Thr 
210 215 220 

tac ggc tct ttc ate tgc cgc tgt gac cca gga tat gaa ctt gag gaa 
Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu Leu Glu Glu 
225 " 230 235 240 

gat ggc gtt cat tgc agt gat atg gac gag tgc age ttc tct gag ttc 
Asp Gly Val His Cys Ser Asp Met Asp Glu Cys Ser Phe Ser Glu Phe 
245 250 255 

etc tgc caa cat gag tgt gtg aac cag ccc ggc aca tac ttc tgc tec 
Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Thr Tyr Phe Cys Ser 
260 265 270 

tgc cct cca ggc tac ate ctg ctg gat gac aac cga age tgc caa gac 
Cys Pro Pro Gly Tyr He Leu Leu Asp Asp Asn Arg Ser Cys Gin Asp 
275 280 285 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



ate aac gaa tgt gag cac agg aac cac acg tgc aac ctg cag cag acg 
He Asn Glu Cys Glu His Arg Asn His Thr Cys Asn Leu Gin Gin Thr 
290 295 300 
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tgc tac aat tta caa ggg ggc ttc aaa tgc ate gac ccc ate cgc tgt 
Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He Asp Pro He Arg Cys 
305 310 ' 315 320 

gag gag cct tat ctg agg ate agt gat aac cgc tgt atg tgt cct get 
Glu Glu Pro Tyr Leu Arg He Ser Asp Asn Arg Cys Met Cys Pro Ala 
325 330 335 

gag aac cct ggc tgc aga gac cag ccc ttt ace ate ttg tac egg gac 
Glu Asn Pro Gly Cys Arg Asp Gin Pro Phe Thr He Leu Tyr Arg Asp 
340 345 350 

atg gac gtg gtg tea gga cgc tec gtt ccc get gac ate ttc caa atg 
Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He Phe Gin Met 
355 360 365 

caa gee acg acc cgc tac cct ggg gee tat tac att ttc cag ate aaa 
Gin Ala Thr Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe Gin lie Lys 
370 375 380 

tct ggg aat gag ggc aga gaa ttt tac atg egg caa acg ggc ccc ate 
Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr Gly Pro He 
385 " 390 395 400 

agt gee acc ctg gtg atg aca cgc ccc ate aaa ggg ccc egg gaa ate 
Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro Arg Glu He 
405 410 415 

cag ctg gac ttg gaa atg ate act gtc aac act gtc ate aac ttc aga 
Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val lie Asn Phe Arg 
420 425 430 

ggc age tec gtg ate cga ctg egg ata tat gtg teg cag tac cca ttc 
Gly Ser Ser Val He Arg Leu Arg He Tyr Val Ser Gin Tyr Pro Phe 
435 440 445 



960 



1008 



1056 



1104 



1152 



1200 



1248 



1296 



1344 



tga 



1347 



<210> 2 

<211> 448 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Pro Gly He Lys Arg He Leu Thr Val Thr He Leu Ala Leu Cys 
1 5 10 15 
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Leu Pro Ser Pro Gly Asn Ala Gin Ala Gin Cys Thr Asn Gly Phe Asp 
20 25 30 

Leu Asp Arg Gin Ser Gly Gin Cys Leu Asp He Asp Glu Cys Arg Thr 
35 40 45 

He Pro Glu Ala Cys Arg Gly Asp Met Met Cys Val Asn Gin Asn Gly 
50 55 60 

Gly Tyr Leu Cys He Pro Arg Thr Asn Pro Val Tyr Arg Gly Pro Tyr 
65 ' 70 75 80 

Ser Asn Pro Tyr Ser Thr Pro Tyr Ser Gly Pro Tyr Pro Ala Ala Ala 
85 90 95 

Pro Pro Leu Ser Ala Pro Asn Tyr Pro Thr He Ser Arg Pro Leu He 
100 105 HO 

Cys Arg Phe Gly Tyr Gin Met Asp Glu Ser Asn Gin Cys Val Asp Val 
115 120 125 

Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr Gin He Cys 
130 135 140 



He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp Gly Tyr Trp 
145 150 155 160 



Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg Tyr Gly Tyr 
165 170 175 



Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser Cys Thr Cys 
180 185 190 



Asn Pro Gly Phe Thr Leu Asn Glu Asp Gly Arg Ser Cys Gin Asp Val 
195 200 205 



Asn Glu Cys Ala Thr Glu Asn Pro Cys Val Gin Thr Cys Val Asn Thr 
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210 



215 



220 



Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu Leu Glu Glu 
225 " 230 235 240 

Asp Gly Val His Cys Ser Asp Met Asp Glu Cys Ser Phe Ser Glu Phe 
245 250 255 



Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Thr Tyr Phe Cys Ser 
260 265 270 



Cys Pro Pro Gly Tyr He Leu Leu Asp Asp Asn Arg Ser Cys Gin Asp 
275 280 285 



He Asn Glu Cys Glu His Arg Asn His Thr Cys Asn Leu Gin Gin Thr 
290 295 300 

Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He Asp Pro He Arg Cys 
305 310 315 320 

Glu Glu Pro Tyr Leu Arg He Ser Asp Asn Arg Cys Met Cys Pro Ala 
325 330 335 

Glu Asn Pro Gly Cys Arg Asp Gin Pro Phe Thr He Leu Tyr Arg Asp 
340 345 350 

Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He Phe Gin Met 
355 360 365 

Gin Ala Thr Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe Gin He Lys 
370 375 380 

Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr Gly Pro He 
385 ' 390 395 400 



Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro Arg Glu He 
405 410 415 
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Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val He Asn Phe Arg 
420 425 430 



Gly Ser Ser Val He Arg Leu Arg He Tyr Val Ser Gin Tyr Pro Phe 
435 440 445 



<210> 3 

<211> 1278 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1). . (1278) 

<400> 3 

cag gca cag tgc acg aat ggc ttt gac ctg gat cgc cag tea gga cag 

Gin Ala Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Ser Gly Gin 
15 io 15 

tgt tta gat att gat gaa tgc cga acc ate ccc gag gec tgc cga gga 
Cys Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 

gac atg atg tgt gtt aac caa aat ggc ggg tat tta tgc att ccc egg 
Asp Met Met Cys Val Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg 
35 " 40 45 

aca aac cct gtg tat cga ggg ccc tac teg aac ccc tac teg acc ccc 
Thr Asn Pro Val Tyr Arg Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Pro 
50 55 60 

tac tea ggt ccg tac cca gca get gec cca cca etc tea get cca aac 
Tyr Ser Gly Pro Tyr Pro Ala Ala Ala Pro Pro Leu Ser Ala Pro Asn 



65 



70 " 75 80 



tat ccc acg ate tec agg cct ctt ata tgc cgc ttt gga tac cag atg 
Tvr Pro Thr He Ser Arg Pro Leu He Cys Arg Phe Gly Tyr Gin Met 
85 90 95 

gat gaa age aac caa tgt gtg gat gtg gac gag tgt gca aca gat tec 
Asp Glu Ser Asn Gin Cys Val Asp Val Asp Glu Cys Ala Thr Asp Ser 
100 105 HO 



48 



96 



144 



192 



240 



288 



336 



384 



cac cag tgc aac ccc acc cag ate tgc ate aat act gaa ggc ggg tac 
His Gin Cys Asn Pro Thr Gin He Cys He Asn Thr Glu Gly Gly Tyr 
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115 120 I 25 



acc tgc tec tgc acc gac gga tat tgg ctt ctg gaa ggc cag tgc tta 
Thr Cys Ser Cys Thr Asp Gly Tyr Trp Leu Leu Glu Gly Gin Cys Leu 
130 135 140 

gac att gat gaa tgt cgc tat ggt tac tgc cag cag etc tgt gcg aat 
Asp He Asp Glu Cys Arg Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn 
145 150 155 16° 

gtt cct gga tec tat tct tgt aca tgc aac cct ggt ttt acc etc aat 
Val Pro Gly Ser Tyr Ser Cys Thr Cys Asn Pro Gly Phe Thr Leu Asn 
165 170 175 

gag gat gga agg tct tgc caa gat gtg aac gag tgt gee acc gag aac 
Glu Lp Gly Arg Ser Cys Gin Asp Val Asn Glu Cys Ala Thr Glu Asn 
180 185 190 

ccc tgc gtg caa acc tgc gtc aac acc tac ggc tct ttc ate tgc cgc 
Pro Cys Val Gin Thr Cys Val Asn Thr Tyr Gly Ser Phe He Cys Arg 
195 200 205 

tgt gac cca gga tat gaa ctt gag gaa gat ggc gtt cat tgc agt gat 
Cys Asp Pro Gly Tyr Glu Leu Glu Glu Asp Gly Val His Cys Ser Asp 
2io 215 220 

atg gac gag tgc age ttc tct gag ttc etc tgc caa cat gag tgt gtg 
Me? L P Glu C?s Ser Phe Ser Glu Phe Leu Cys Gin His Glu Cys Val 
225 230 235 240 

aac cag ccc ggc aca tac ttc tgc tec tgc cct cca ggc tac ate ctg 
Asn Gin Pro Gly Thr Tyr Phe Cys Ser Cys Pro Pro Gly Tyr lie Leu 
245 250 255 

ctg gat gac aac cga age tgc caa gac ate aac gaa tgt gag cac agg 
Leu Asp Asp Asn Arg Ser Cys Gin Asp He Asn Glu Cys Glu His Arg 
260 265 270 

aac cac acg tgc aac ctg cag cag acg tgc tac aat tta caa ggg ggc 
Asn His Thr Cys Asn Leu Gin Gin Thr Cys Tyr Asn Leu Gin Gly Gly 
275 280 285 

ttc aaa tgc ate gac ccc ate cgc tgt gag gag cct tat ctg agg ate 
Phe Lys Cys He Asp Pro He Arg Cys Glu Glu Pro Tyr Leu Arg He 
290 295 300 

agt gat aac cgc tgt atg tgt cct get gag aac cct ggc tgc aga gac 
Ser Asp Asn Arg Cys Met Cys Pro Ala Glu Asn Pro Gly Cys Arg Asp 
305 310 315 320 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 
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1008 
1056 



1104 
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cag ccc ttt acc ate ttg tac egg gac atg gac gtg gtg tea gga cgc 
Gin Pro Phe Thr He Leu Tyr Arg Asp Met Asp Val Val Ser Gly Arg 
325 330 335 

tec gtt ccc get gac ate ttc caa atg caa gee acg acc cgc tac cct 
Ser Val Pro Ala Asp He Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro 
340 345 350 

ggg gec tat tac att ttc cag ate aaa tct ggg aat gag ggc aga gaa 
Gly Ala Tyr Tyr He Phe Gin He Lys Ser Gly Asn Glu Gly Arg Glu 
355 360 365 

ttt tac atg egg caa acg ggc ccc ate agt gee acc ctg gtg atg aca 1152 
Phe Tyr Met Arg Gin Thr Gly Pro He Ser Ala Thr Leu Val Met Thr 
370 375 380 

cgc ccc ate aaa ggg ccc egg gaa ate cag ctg gac ttg gaa atg ate 
Arg Pro He Lys Gly Pro Arg Glu He Gin Leu Asp Leu Glu Met He 
385 ' 390 395 400 

act gtc aac act gtc ate aac ttc aga ggc age tec gtg ate cga ctg 
Thr Val Asn Thr Val lie Asn Phe Arg Gly Ser Ser Val He Arg Leu 
405 410 415 

egg ata tat gtg teg cag tac cca ttc tga 
Arg He Tyr Val Ser Gin Tyr Pro Phe 
420 425 



<210> 4 

<211> 425 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Gin Ala Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Ser Gly Gin 
15 io 15 



Cys Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 



Asp Met Met Cys Val Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg 
35 ' 40 45 



1200 



1248 



1278 



Thr Asn Pro Val Tyr Arg Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Pro 
50 55 60 

ffifiE# 2005-3031413 



#11 2004-096685 



Tyr Ser Gly Pro Tyr Pro Ala Ala Ala Pro Pro Leu Ser Ala Pro Asn 
65 " 70 75 80 



Tyr Pro Thr He Ser Arg Pro Leu He Cys Arg Phe Gly Tyr Gin Met 
85 90 95 

Asp Glu Ser Asn Gin Cys Val Asp Val Asp Glu Cys Ala Thr Asp Ser 
100 105 HO 



His Gin Cys Asn Pro Thr Gin He Cys He Asn Thr Glu Gly Gly Tyr 
115 120 125 



Thr Cys Ser Cys Thr Asp Gly Tyr Trp Leu Leu Glu Gly Gin Cys Leu 
130 135 140 



Asp He Asp Glu Cys Arg Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn 
145 150 155 160 



Val Pro Gly Ser Tyr Ser Cys Thr Cys Asn Pro Gly Phe Thr Leu Asn 
165 170 175 



Glu Asp Gly Arg Ser Cys Gin Asp Val Asn Glu Cys Ala Thr Glu Asn 
180 185 190 



Pro Cys Val Gin Thr Cys Val Asn Thr Tyr Gly Ser Phe He Cys Arg 
195 200 205 

Cys Asp Pro Gly Tyr Glu Leu Glu Glu Asp Gly Val His Cys Ser Asp 
210 215 220 



Met Asp Glu Cys Ser Phe Ser Glu Phe Leu Cys Gin His Glu Cys Val 
225 230 235 240 



Asn Gin Pro Gly Thr Tyr Phe Cys Ser Cys Pro Pro Gly Tyr He Leu 
245 250 255 
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Leu Asp Asp Asn Arg Ser Cys Gin Asp He Asn Glu Cys Glu His Arg 
260 265 270 

Asn His Thr Cys Asn Leu Gin Gin Thr Cys Tyr Asn Leu Gin Gly Gly 
275 280 285 

Phe Lys Cys He Asp Pro He Arg Cys Glu Glu Pro Tyr Leu Arg He 
290 295 300 

Ser Asp Asn Arg Cys Met Cys Pro Ala Glu Asn Pro Gly Cys Arg Asp 
305 310 315 320 

Gin Pro Phe Thr He Leu Tyr Arg Asp Met Asp Val Val Ser Gly Arg 
325 330 335 



Ser Val Pro Ala Asp He Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro 
340 345 350 



Gly Ala Tyr Tyr He Phe Gin He Lys Ser Gly Asn Glu Gly Arg Glu 
355 360 365 



Phe Tyr Met Arg Gin Thr Gly Pro He Ser Ala Thr Leu Val Met Thr 
370 375 380 



Arg Pro lie Lys Gly Pro Arg Glu He Gin Leu Asp Leu Glu Met He 
385 390 395 400 



Thr Val Asn Thr Val He Asn Phe Arg Gly Ser Ser Val He Arg Leu 
405 410 415 



Arg He Tyr Val Ser Gin Tyr Pro Phe 
420 425 



<210> 5 

<211> 162 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 
<222> (1) . . (162) 

<400> 5 

cag gca cag tgc acg aat ggc ttt gac ctg gat cgc cag tea gga cag 
Gin Ala Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Ser Gly Gin 
15 10 15 

tgt tta gat att gat gaa tgc cga ace ate ccc gag gee tgc cga gga 
Cys Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 

gac atg atg tgt gtt aac caa aat ggc ggg tat tta tgc att ccc egg 
Asp Met Met Cys Val Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg 
35 40 45 

aca aac cct gtg tat cga 
Thr Asn Pro Val Tyr Arg 



<210> 6 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Gin Ala Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Ser Gly Gin 
15 10 15 



Cys Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 



Asp Met Met Cys Val Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg 
35 40 45 



Thr Asn Pro Val Tyr Arg 



48 
96 
144 
162 



<210> 
<211> 
<212> 
<213> 



7 

1116 
DNA 

Homo sapiens 
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<220> 

<221> CDS 

<222> (1). . (1116) 

<400> 7 

ggg ccc tac teg aac ccc tac teg acc ccc tac tea ggt ccg tac cca 

Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Pro Tyr Ser Gly Pro Tyr Pro 
1 ' 5 10 15 

gca get gee cca cca etc tea get cca aac tat ccc acg ate tec agg 
Ala Ala Ala Pro Pro Leu Ser Ala Pro Asn Tyr Pro Thr He Ser Arg 
20 25 30 



gga tat tgg ctt ctg gaa ggc cag tgc tta gac att gat gaa tgt cgc 
Gly Tyr Trp Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg 
85 90 95 

tat ggt tac tgc cag cag etc tgt gcg aat gtt cct gga tec tat tct 
Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser 
100 105 HO 

tgt aca tgc aac cct ggt ttt acc etc aat gag gat gga agg tct tgc 
Cvs Thr Cys Asn Pro Gly Phe Thr Leu Asn Glu Asp Gly Arg Ser Cys 
115 120 125 

caa gat gtg aac gag tgt gee acc gag aac ccc tgc gtg caa acc tgc 
Gin Asp Val Asn Glu Cys Ala Thr Glu Asn Pro Cys Val Gin Thr Cys 
130 135 140 

gtc aac acc tac ggc tct ttc ate tgc cgc tgt gac cca gga tat gaa 
Val Asn Thr Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu 
145 150 155 160 

ctt gag gaa gat ggc gtt cat tgc agt gat atg gac gag tgc age ttc 
Leu Glu Glu Asp Gly Val His Cys Ser Asp Met Asp Glu Cys Ser Phe 
165 170 175 



48 



96 



cct ctt ata tgc cgc ttt gga tac cag atg gat gaa age aac caa tgt 144 
Pro Leu He Cys Arg Phe Gly Tyr Gin Met Asp Glu Ser Asn Gin Cys 
35 40 45 

gtg gat gtg gac gag tgt gca aca gat tec cac cag tgc aac ccc acc 192 
Val Asp Val Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr 
50 55 60 

cag ate tgc ate aat act gaa ggc ggg tac acc tgc tec tgc acc gac 240 
Gin He Cys He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp 
65 70 75 80 



288 



336 



384 



432 



480 



528 
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tct gag ttc etc tgc caa cat gag tgt gtg aac cag ccc ggc aca tac 
Ser Glu Phe Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Thr Tyr 
180 185 190 

ttc tgc tec tgc cct cca ggc tac ate ctg ctg gat gac aac cga age 
Phe Cys Ser Cys Pro Pro Gly Tyr He Leu Leu Asp Asp Asn Arg Ser 
195 200 205 

tgc caa gac ate aac gaa tgt gag cac agg aac cac acg tgc aac ctg 
Cys Gin Asp He Asn Glu Cys Glu His Arg Asn His Thr Cys Asn Leu 
210 215 220 

cag cag acg tgc tac aat tta caa ggg ggc ttc aaa tgc ate gac ccc 
Gin Gin Thr Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He Asp Pro 
225 " 230 235 240 

ate cgc tgt gag gag cct tat ctg agg ate agt gat aac cgc tgt atg 
He Arg Cys Glu Glu Pro Tyr Leu Arg He Ser Asp Asn Arg Cys Met 
245 250 255 

tgt cct get gag aac cct ggc tgc aga gac cag ccc ttt ace ate ttg 
Cys Pro Ala Glu Asn Pro Gly Cys Arg Asp Gin Pro Phe Thr He Leu 
260 265 270 

tac egg gac atg gac gtg gtg tea gga cgc tec gtt ccc get gac ate 
Tyr Arg Asp Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He 
275 280 285 

ttc caa atg caa gee acg ace cgc tac cct ggg gee tat tac att ttc 
Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe 
290 295 300 

cag ate aaa tct ggg aat gag ggc aga gaa ttt tac atg egg caa acg 
Gin He Lys Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr 
305 ' 310 315 320 

ggc ccc ate agt gee acc ctg gtg atg aca cgc ccc ate aaa ggg ccc 
Gly Pro He Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro 
325 330 335 

egg gaa ate cag ctg gac ttg gaa atg ate act gtc aac act gtc ate 
Arg Glu He Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val He 
340 345 350 

aac ttc aga ggc age tec gtg ate cga ctg egg ata tat gtg teg cag 
Asn Phe Arg Gly Ser Ser Val He Arg Leu Arg He Tyr Val Ser Gin 
355 360 365 



tac cca ttc tga 
Tyr Pro Phe 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1116 
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370 



<210> 8 

<211> 371 

<212> PRT 

<213> Homo sapiens 

<400> 8 



Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Pro Tyr Ser Gly Pro Tyr Pro 
15 10 15 



Ala Ala Ala Pro Pro Leu Ser Ala Pro Asn Tyr Pro Thr He Ser Arg 
20 25 30 



Pro Leu He Cys Arg Phe Gly Tyr Gin Met Asp Glu Ser Asn Gin Cys 
35 40 45 



Val Asp Val Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr 
50 55 60 



Gin He Cys He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp 
65 70 75 80 



Gly Tyr Trp Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg 
85 90 95 



Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser 
100 105 HO 



Cys Thr Cys Asn Pro Gly Phe Thr Leu Asn Glu Asp Gly Arg Ser Cys 
115 120 125 



Gin Asp Val Asn Glu Cys Ala Thr Glu Asn Pro Cys Val Gin Thr Cys 
130 135 140 



Val Asn Thr Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu 
145 " 150 155 160 
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Leu Glu Glu Asp Gly Val His Cys Ser Asp Met Asp Glu Cys Ser Phe 
165 170 175 

Ser Glu Phe Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Thr Tyr 
180 185 190 

Phe Cys Ser Cys Pro Pro Gly Tyr He Leu Leu Asp Asp Asn Arg Ser 
195 200 205 

Cys Gin Asp He Asn Glu Cys Glu His Arg Asn His Thr Cys Asn Leu 
210 215 220 



Gin Gin Thr Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He Asp Pro 
225 * 230 235 240 



He Arg Cys Glu Glu Pro Tyr Leu Arg He Ser Asp Asn Arg Cys Met 
245 250 255 



Cys Pro Ala Glu Asn Pro Gly Cys Arg Asp Gin Pro Phe Thr He Leu 
260 265 270 

Tyr Arg Asp Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He 
275 280 285 

Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe 
290 295 300 



Gin He Lys Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr 
305 " 310 315 320 



Glv Pro He Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro 
325 330 335 



Arg Glu He Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val He 
340 345 350 



Asn Phe Arg Gly Ser Ser Val He Arg Leu Arg He Tyr Val Ser Gin 
355 360 365 
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Tyr Pro Phe 
370 



<210> 9 

<211> 162 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 
<222> (1)..(162) 



cag cag cag tgc aca aac ggc ttt gac ctg gac cgc cag tea gga cag 48 
Gin Gin Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Ser Gly Gin 
15 10 15 



tgt eta gat att gat gaa tgc egg ace ate cct gag get tgt cgt ggg 
Cys Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 

gac atg atg tgt gtc aac cag aat ggc ggg tat ttg tgc ate cct cga 
Asp Me? Me? Cys Val Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg 



35 

ace aac cca gtg tat cga 
Thr Asn Pro Val Tyr Arg 
50 



40 45 



96 



144 



162 



<210> 10 

<211> 54 

<212> PRT 

<213> Mus musculus 

<400> 10 

Gin Gin Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Ser Gly Gin 
1 5 10 15 

Cys Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 

Asp Met Met Cys Val Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg 
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35 40 45 



Thr Asn Pro Val Tyr Arg 
50 



<210> 11 

<211> 1113 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1). . (1113) 

<400> 11 

ggg cct tac tea aat ccc tac tct aca tec tac tea ggc cca tac cca 

Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Ser Tyr Ser Gly Pro Tyr Pro 
1 ' 5 10 15 

gca gcg gee cca cca gta cca get tec aac tac ccc acg att tea agg 
Ala Ala Ala Pro Pro Val Pro Ala Ser Asn Tyr Pro Thr He Ser Arg 
20 25 30 

cct ctt gtc tgc cgc ttt ggg tat cag atg gat gaa ggc aac cag tgt 
Pro Leu Val Cys Arg Phe Gly Tyr Gin Met Asp Glu Gly Asn Gin Cys 
35 40 45 

gtg gat gtg gac gag tgt gca aca gac tea cac cag tgc aac cct ace 
Val Asp Val Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr 
50 55 60 

cag ate tgt ate aac act gaa gga ggt tac acc tgc tec tgc acc gat 
Gin He Cys He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp 
65 70 75 80 

ggg tac tgg ctt ctg gaa ggg cag tgc eta gat att gat gaa tgt cgc 
Gly Tyr Trp Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg 
85 90 95 

tat ggt tac tgc cag cag etc tgt gca aat gtt cca gga tec tat tec 
Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser 
100 105 HO 

tgt aca tgc aac cct ggt ttc acc etc aac gac gat gga agg tct tgc 
Cys Thr Cys Asn Pro Gly Phe Thr Leu Asn Asp Asp Gly Arg Ser Cys 
115 120 125 



48 



96 



144 



192 



240 



288 



336 



384 
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caa gat gtg aac gag tgc gaa act gag aat ccc tgt gtt cag acc tgt 
Gin Asp Val Asn Glu Cys Glu Thr Glu Asn Pro Cys Val Gin Thr Cys 
130 135 140 

gtc aac acc tat ggc tct ttc ate tgc cgc tgt gac cca gga tat gaa 
Val Asn Thr Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu 
145 150 155 160 

ctt gag gaa gat ggc att cac tgc agt gat atg gac gag tgc age ttc 
Leu Glu Glu Asp Gly He His Cys Ser Asp Met Asp Glu Cys Ser Phe 
165 170 175 

tec gag ttc etc tgt caa cac gag tgt gtg aac cag ccg ggc tea tac 
Ser Glu Phe Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Ser Tyr 
180 185 190 

ttc tgc teg tgc cct cca ggc tac gtc ctg ttg gat gat aac cga age 
Phe Cys Ser Cys Pro Pro Gly Tyr Val Leu Leu Asp Asp Asn Arg Ser 
195 200 205 

tgc cag gat ate aat gaa tgt gag cac cga aac cac acg tgt acc tea 
Cys Gin Asp He Asn Glu Cys Glu His Arg Asn His Thr Cys Thr Ser 
210 215 220 

ctg cag act tgc tac aat eta caa ggg ggc ttc aaa tgt att gat ccc 720 
Leu Gin Thr Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He Asp Pro 
225 230 235 240 



ate age tgt gag gag cct tat ctg ctg att ggt gaa aac cgc tgt atg 
He Ser Cys Glu Glu Pro Tyr Leu Leu He Gly Glu Asn Arg Cys Met 
245 250 255 

tgt cct get gag cac acc age tgc aga gac cag cca ttc acc ate ctg 
Cys Pro Ala Glu His Thr Ser Cys Arg Asp Gin Pro Phe Thr He Leu 
260 265 270 

tat egg gac atg gat gtg gtg tea gga cgc tec gtt cct get gac ate 
Tyr Arg Asp Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He 
275 280 285 

ttc cag atg caa gca aca acc cga tac cct ggt gec tat tac att ttc 
Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe 
290 295 300 

cag ate aaa tct ggc aac gag ggt cga gag ttc tat atg egg caa aca 
Gin He Lys Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr 
305 310 315 320 



432 



480 



528 



576 



624 



672 



768 



816 



864 



912 



960 



1008 



ggg cct ate agt gec acc ctg gtg atg aca cgc ccc ate aaa ggg cct 
Gly Pro He Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro 
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325 330 335 

egg gac ate cag ctg gac ttg gag atg ate act gtc aac act gtc ate 1056 
Arg Asp He Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val He 
340 345 350 

aac ttc aga ggc age tec gtg ate cga ctg egg ata tat gtg teg cag 1104 
Asn Phe Arg Gly Ser Ser Val He Arg Leu Arg He Tyr Val Ser Gin 
355 360 365 

tat ccg ttc 1113 
Tyr Pro Phe 
370 



<210> 12 

<211> 371 

<212> PRT 

<213> Mus musculus 

<400> 12 

Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Ser Tyr Ser Gly Pro Tyr Pro 
15 10 15 



Ala Ala Ala Pro Pro Val Pro Ala Ser Asn Tyr Pro Thr He Ser Arg 
20 25 30 



Pro Leu Val Cys Arg Phe Gly Tyr Gin Met Asp Glu Gly Asn Gin Cys 
35 40 45 



Val Asp Val Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr 
50 55 60 



Gin He Cys He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp 
65 70 75 80 



Gly Tyr Trp Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg 
85 90 95 



Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser 
100 105 110 
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Cys Thr Cys Asn Pro Gly Phe Thr Leu Asn Asp Asp Gly Arg Ser Cys 
115 120 125 



Gin Asp Val Asn Glu Cys Glu Thr Glu Asn Pro Cys Val Gin Thr Cys 
130 135 140 



Val Asn Thr Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu 
145 150 155 160 



Leu Glu Glu Asp Gly He His Cys Ser Asp Met Asp Glu Cys Ser Phe 
165 170 175 



Ser Glu Phe Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Ser Tyr 
180 185 190 



Phe Cys Ser Cys Pro Pro Gly Tyr Val Leu Leu Asp Asp Asn Arg Ser 
195 200 205 



Cys Gin Asp He Asn Glu Cys Glu His Arg Asn His Thr Cys Thr Ser 
210 215 220 



Leu Gin Thr Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He Asp Pro 
225 230 235 240 



He Ser Cys Glu Glu Pro Tyr Leu Leu He Gly Glu Asn Arg Cys Met 
245 250 255 



Cys Pro Ala Glu His Thr Ser Cys Arg Asp Gin Pro Phe Thr He Leu 
260 265 270 



Tyr Arg Asp Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He 
275 280 285 



Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe 
290 295 300 



Gin He Lys Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr 
305 310 315 320 
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Gly Pro He Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro 
Y 325 330 335 

Arg Asp He Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val He 
340 345 350 

Asn Phe Arg Gly Ser Ser Val He Arg Leu Arg He Tyr Val Ser Gin 
355 360 365 



Tyr Pro Phe 
370 



<210> 13 

<211> 162 

<212> DNA 

<213> Rattus norvegicus 



<220> 

<221> CDS 
<222> (1)..(162) 

<400> 13 aq 
cag caa cag tgc acc aac ggc ttt gac ctg gac cgc cag aca gga cag 48 
Gin Gin Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Thr Gly Gin 
1 5 10 15 

tgt tta gat att gat gaa tgt egg acc ate cct gag get tgc cgt ggg 96 
C?s Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 

gac atg atg tgt gtc aac cag aat ggc ggg tat ctg tgc ate cct cga 144 
Sp Met Met C?s Val Asn Gin Asn Gly Gly Tyr Leu Cys lie Pro Arg 
35 40 45 

162 

acc aac cca gtg tat cga 
Thr Asn Pro Val Tyr Arg 
50 



<210> 14 
<211> 54 
<212> PRT 

<213> Rattus norvegicus 
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<400> 14 

Gin Gin Gin Cys Thr Asn Gly Phe Asp Leu Asp Arg Gin Thr Gly Gin 
15 10 15 



Cys Leu Asp He Asp Glu Cys Arg Thr He Pro Glu Ala Cys Arg Gly 
20 25 30 

Asp Met Met Cys Val Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg 
35 40 45 



Thr Asn Pro Val Tyr Arg 
50 



<210> 15 

<211> 1116 

<212> DNA 

<213> Rattus norvegicus 



<220> 

<221> CDS 

<222> (1). . (1116) 

<400> 15 AR 
ggg ccc tac tec aat ccc tac tct aca tec tac tea ggc cca tac cca 48 



Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Ser Tyr Ser Gly Pro Tyr Pro 



1 



5 10 15 



96 



gca gec gca cca cca gtg cca get tec aac tac ccc acg att tec agg 
Ala Ala Ala Pro Pro Val Pro Ala Ser Asn Tyr Pro Thr He Ser Arg 
20 25 30 

cct ctt gtc tgt cgc ttt ggg tat cag atg gat gaa ggc aac cag tgt 144 
Pro Leu Val Cys Arg Phe Gly Tyr Gin Met Asp Glu Gly Asn Gin Cys 
35 40 45 



gtg gat gtg gac gag tgt gcg aca gat tea cac cag tgc aac cct acc 
Val Asp Val Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr 
50 55 60 

cag ate tgt ate aac acg gaa gga ggg tac acc tgc tec tgc act gat 
Gin He Cys He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp 
65 " 70 75 80 



192 



240 
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ggg tac tgg ctt ctg gaa ggg cag tgc eta gat att gat gaa tgt cgc 
Ify Tyr T?p Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg 
85 90 95 

tat ggt tac tgc cag cag etc tgt gcg aat gtt cct gga tec tat tec 
Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser 
100 105 110 

tgt acg tgt aac cct ggc ttc ace etc aac gat gat gga agg tct tgc 
Cvs Thr Cys Asn Pro Gly Phe Thr Leu Asn Asp Asp Gly Arg Ser Cys 
115 120 125 

caa gat gtg aac gag tgt gaa act gag aac ccc tgt gtt cag ace tgc 
Gin Asp Val Asn Glu Cys Glu Thr Glu Asn Pro Cys Val Gin Thr Cys 
130 135 140 

gtc aac ace tat ggt tct ttc ate tgc cgc tgt gac cca gga tat gaa 
Val Asn Thr Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu 
145 150 155 iW 

ctg gag gaa gat ggc att cac tgc agt gat atg gat gag tgc age ttc 
Leu £5 Glu lsp Gly He His Cys Ser Asp Met Asp Glu Cys Ser Phe 
165 170 175 

tec gag ttc etc tgt caa cat gag tgt gtg aac cag ccg ggc tea tac 
Ser Glu Phe Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Ser Tyr 
180 185 19° 

ttc tgc tea tgc cct cca ggc tac gtc ttg ttg gaa gat aac cga age 
Phe Cys Ser Cys Pro Pro Gly Tyr Val Leu Leu Glu Asp Asn Arg Ser 
195 200 205 

tgc cag gat ate aat gaa tgt gag cac egg aac cac aca tgc act ccc 
5s Gin Asp He Asn Glu Cys Glu His Arg Asn His Thr Cys Thr Pro 
2io 215 220 

ctg cag act tgc tac aat ctg caa ggg ggc ttc aaa tgt ate gac ccc 
Leu Gin Thr Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys lie Asp Pro 
225 230 235 

ate gtc tgc gag gag cct tat ctg ctg att ggg gat aac cgc tgt atg 
He Val Cys Glu Glu Pro Tyr Leu Leu He Gly Asp Asn Arg Cys Met 
245 250 255 

tgc cct get gag aat act ggc tgc agg gac cag cca ttc ace ate ttg 
C?s Pro Ala Glu Asn Thr Gly Cys Arg Asp Gin Pro Phe Thr He Leu 
260 265 270 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



ttt egg gac atg gat gtg gta tea gga cgc tct gtt cct get gac ate 
Phe Arg Asp Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He 

005-3031413 
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275 



280 285 



ttr rag ate caa gca acg acc cga tac cct ggc gcc tat tac att ttc 
Phe Zn Me? Z Ala Th? Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe 
290 295 300 

cag ate aaa tct ggg aac gag ggt cga gag ttc tac atg egg caa aca 
Gin He Lys Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr 
305 ' 310 315 320 

ggg cct ate agt gcc acc ctg gtg atg aca cgc ccc ate aaa ggg cct 
Gly Pro He Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro 
325 330 3do 

egg gac ate cag ctg gac ttg gag atg ate acc gtc aac act gtc ate 
Arg Asp He Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val He 
340 345 350 

aac ttc aga ggc age tec gtg ate cga ctg egg ata tac gtg tec cag 
Asn Phe Arg Gly Ser Ser Val He Arg Leu Arg He Tyr Val Ser Gin 



360 365 



355 

tat ccg ttc tga 
Tyr Pro Phe 
370 



<210> 16 

<211> 371 

<212> PRT 

<213> Rattus norvegicus 

<400> 16 

Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Ser Tyr Ser Gly Pro Tyr Pro 
1 5 10 15 

Ala Ala Ala Pro Pro Val Pro Ala Ser Asn Tyr Pro Thr lie Ser Arg 
20 25 30 



912 



960 



1008 



1056 



1104 



1116 



Pro Leu Val Cys Arg Phe Gly Tyr Gin Met Asp Glu Gly Asn Gin Cys 
35 ' " 40 45 



Val Asp Val Asp Glu Cys Ala Thr Asp Ser His Gin Cys Asn Pro Thr 
50 55 60 
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Gin He Cys He Asn Thr Glu Gly Gly Tyr Thr Cys Ser Cys Thr Asp 
65 70 75 80 

Gly Tyr Trp Leu Leu Glu Gly Gin Cys Leu Asp He Asp Glu Cys Arg 
85 90 95 
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Tyr Gly Tyr Cys Gin Gin Leu Cys Ala Asn Val Pro Gly Ser Tyr Ser 
100 105 HO 



Cys Thr Cys Asn Pro Gly Phe Thr Leu Asn Asp Asp Gly Arg Ser Cys 
115 120 125 

Gin Asp Val Asn Glu Cys Glu Thr Glu Asn Pro Cys Val Gin Thr Cys 
130 135 140 



Val Asn Thr Tyr Gly Ser Phe He Cys Arg Cys Asp Pro Gly Tyr Glu 
145 150 155 160 



Leu Glu Glu Asp Gly He His Cys Ser Asp Met Asp Glu Cys Ser Phe 
165 170 175 

Ser Glu Phe Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Ser Tyr 
180 185 190 

Phe Cys Ser Cys Pro Pro Gly Tyr Val Leu Leu Glu Asp Asn Arg Ser 
195 200 205 

Cys Gin Asp He Asn Glu Cys Glu His Arg Asn His Thr Cys Thr Pro 
210 215 220 



Leu Gin Thr Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He Asp Pro 
225 " 230 235 240 



He Val Cys Glu Glu Pro Tyr Leu Leu He Gly Asp Asn Arg Cys Met 
245 250 255 



Cys Pro Ala Glu Asn Thr Gly Cys Arg Asp Gin Pro Phe Thr He Leu 
260 265 270 
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Phe Arg Asp Met Asp Val Val Ser Gly Arg Ser Val Pro Ala Asp He 
275 280 285 



Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro Gly Ala Tyr Tyr He Phe 
290 295 300 



•Gin He Lys Ser Gly Asn Glu Gly Arg Glu Phe Tyr Met Arg Gin Thr 
305 310 315 320 



Glv Pro He Ser Ala Thr Leu Val Met Thr Arg Pro He Lys Gly Pro 
325 330 335 

Arg Asp He Gin Leu Asp Leu Glu Met He Thr Val Asn Thr Val He 
340 345 350 

Asn Phe Arg Gly Ser Ser Val He Arg Leu Arg lie Tyr Val Ser Gin 
355 360 365 



Tyr Pro Phe 
370 



<210> 17 
<211> 173 
<212> DNA 
<213> Artificial 

<223> DNA encoding preprotrypsin signal peptide, FLAG tag, 6 x His tag and rest 
riction sites 

<400> 17 rn 
ggtaccgcta gcgaattcac catgtctgca cttctgatcc tagctcttgt tggagctgca bO 



gttgctgact acaaagacga tgacgacaag actagtcatc atcaccatca ccattctaga 120 
gaaggatccg atatccgcgg ccgcatcgat tgactagctg aggccgcaaa 



ccc 173 



<210> 18 
<211> 15 
<212> PRT 
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<213> Artificial 
<220> 

<223> preprotrypsin signal peptide 
<400> 18 

Met Ser Ala Leu Leu He Leu Ala Leu Val Gly Ala Ala Val 
1 5 10 



<210> 19 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> FLAG tag 

<400> 19 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



<210> 20 

<211> 6 

<212> PRT 

<213> Artificial 

<220> 

<223> 6 x His tag 

<400> 20 

His His His His His His 
1 5 



<210> 21 

<211> 105 

<212> DNA 

<213> Artificial 

<220> 



<223> DNA encoding preprotrypsin signal peptide, Myc tag and restriction sites 

gtattcacca tgtctgcact tctgatccta gctcttgttg gagctgcagt tgctgactac 60 
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gaagaggacg aacaaaaact catctcagaa gaggatctga ctagt 



105 



<210> 22 

<2U> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Myc tag 

<400> 22 

Glu Gin Lys Leu He Ser Glu Glu Asp Leu 
1 5 10 



<210> 23 

<211> 143 

<212> DNA 

<213> Artificial 

<220> 

<223> DNA encoding FLAG tag, 6 x His tag and restriction sites 
<400> 23 

tggtaccgag ctcggatcca ctagtccagt gtggtggaat tctgcagata tccagcacag 60 
tggcggccgt ctagagacta caaagacgat gacgacaaga gagggtctca tcatcaccat 120 
caccattgag cggccgcaaa ccc 143 



<210> 24 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying human DANCE 



<400> 24 

tctagagcac agtgcacgaa tggctttg 



28 



<210> 25 
<211> 38 
<212> DNA 



<213> Artificial 
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<220> 

<223> PCR primer for amplifying human DANCE 
<400> 25 

gcggccggtc agaatgggta ctgcgacaca tatatccg 38 



<210> 26 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying human LTBP2 

<400> 26 

tctagacaaa gggaccccgt agggagatac gag 33 



<210> 27 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying human LTBP2 

<400> 27 

gcggccgcct ggtactcctt ggcagtgcag tggg 34 



<210> 28 

<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying human DANCE 

<400> 28 

gaattcttct tctcgccttc gcatctcctc c 31 



<210> 29 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying human DANCE 
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<400> 29 oo 
tctagagaat gggtactgcg acacatatat ccg 
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g3YN faFLAG Ab 

(in:><^ KAb) 
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CBB^fe * xx * v-r-*^ 

1 2 3 4 3 




(taFLAG Ab) 
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